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SVTHHEVKCQGKPLAGIYRKREEKRNAGNAVRSAMKSEEQKIKDARKGPLVPEFPNOKSEAAEPPKTPPSSCDST
NAATAKQALKKPIKGKQAPRKKAQGKTOQONRKLTDFYPVRRSSRKSKAELQSEERKRIDELIESGKEEGMKIDL
IDGKGRGVIATKQFSRGDFVVEYHGDLIEITDAKKREALYAQDPSTGCYMYYFQYLSKTYCVDATRETNRLGRL
INHSKCGNCQTKLHDIDGVPHLILIASRDIAAGEELLYDYGDRSKASIEAHPWLKH*



Figure S3

Set 8N

BBEE8HE G TCCAGARAAAAACGCGCCAACGCCARAAARAAACCCAAGTAACTACCGCCCACACAGCGATCACGCG

CCCCCARCCCATTTTAAATGACTGOCAATACAGAATCCCAGCGEGGCAACCCCGACGCAGAARACCAGCCACA

QPKPQAPYQPQLOKPPSQQQQQQQDDIVVVLDDDDDEGDDEDDVRAL IKAAEERENONKAPATANSNKAGMKTM
LKPAPVKSKTKSKGPTKGQPPLPLAATNGNREMTDFFPVRRSVRKTK TAVKEEWMRGLEQAVLEERCDGLQVRH
FMGKGRGVVADRPFKRNEFVVEYVGDLISIGEAAEREKRYALDENAGCYMYYFKHKSQQYCIDATVDTGKLGRL
INHSRAGNLMTKVVLIKQRPHLVLLAKDDIEPGEELTYDYGDRSKESLLHHPWLAF*



Figure S3

N-KMT5A: :Set8-C

BBEE8HE G TCCAGARAAAAACGCGCCAACGCCARAAARAAACCCAAGTAACTACCGCCCACACAGCGATCACGCG

CCCCCARCCCAT T TTAAATGECTCOCGECAGARAGA TG TCARAGCCCCGCECGGTCRAGGCEGCGECACCCECE

SVTHHEVKCQGKPLAGIYRKREEKRNAGNAVRSAMKSEEQKIKDARKGPLVPEFPNOKSEAAEPPKTPPSSCDST
NAATAKQALKKPIKGKQAPRKKAQGKTOQONRKLTDFYPVRRSSRKSKAELQSEERKRIDELIESGKEDGLQVRH
FMGKGRGVVADRPFKRNEFVVEYVGDLISIGEAAEREKRYALDENAGCYMYYFKHKSQQYCIDATVDTGKLGRL
INHSRAGNLMTKVVLIKQRPHLVLLAKDDIEPGEELTYDYGDRSKESLLHHPWLAF*



Figure S3

N-Set8: :KMT5A-C

BBEE8HE G TCCAGARAAAAACGCGCCAACGCCARAAARAAACCCAAGTAACTACCGCCCACACAGCGATCACGCG

CCCCCARCCCATTTTAA ATGATAATGGTGCGARGACGACAACGGCCCGCCAAGGAAGCCGCATCCTCATCCTCT

CCTTCETICARCGCATTCAGGAAGAGCTCTCCAGGAGCTCGCGAAAGGGGTTGCGGTACAGCCTTAAAACGAAGA
CTATTTACCATGTTCAGGGCAGAGAATCTTTAAAATAATAAGACCTGGGCTAAACTGGTTTTTGGCTCGAGGGA
ATCTTTCTTAGCTTTTATACGTAGATTGCCTTGCCTTGAACCACTGCAAAATTGTTTTCAGACCTGTTTCCGTG
TGATAAGTTGCCGGAATTTGAT TCATTTACAAAGTTTCATTAAGCAAAATTATATCAATATTGCAAGCACTTAT
ATTTTTGGTAAGACCAATTCAATCATTACGAATTCCGGCAATTTGGATCGGAATGGAGAGAGGCGTATTTGACH

MIMVRRRQRPAKEAASSSSGGASSGSGIPVDQALPLNVAGNLLEDQYFASPKRKDCRLMKVTQONGQLPEATMMA
HNKDNKAGRTIGVPLATRSQTRTIENFFKANAAAKDSQKT IHTEEQLNLGNQELKLDDEELNGQIKLDDEVLKL
ADKQINENLPFADEVDAKAEQKLMDEELQQVVEELLFDGSSRASSNS PFYQHDMDVMQEIQQTPEI PHIKKVTE
PLEGLGSLADFQTHRSALRDSHSSTHSSSTDNIFLQEPVLTLDIDRTPTKASSIKINRSFELAGAVFSSPPSVL
NACLNGRENQIVSLNGQKEALDLPHFDLDQHDSSSCDSGVACGLTANTESPAGQPRRRKPATPHRILCPSPIKT
ALKVTGGICKVGSADPLSPRKSPRKLPTTTAAVAACKSRRRLNQPKPQAPYQPOLOKPPSQQOQQQQQDDIVVVL
DDDDDEGDDEDDVRALIKAAEERENQNKAPATANSNKAGMKTMLKPAPVKSKTKSKGPTKGQPPLPLAATNGNR
EMTDFFPVRRSVRKTKTAVKEEWMRGLEQAVLEERCEGMK IDLIDGKGRGVIATKQFSRGDFVVEYHGDLIEIT
DAKKREALYAQDPSTGCYMYYFQYLSKTYCVDATRETNRLGRLINHSKCGNCQTKLEDIDGVPHLILIASRDIA
AGEELLYDYGDRSKASIEAHPWLKH*



