An interolog-based barley interactome as an integration framework for NLR immune signaling.

Valeria Velasquez-Zapata, J. Mitch Elmore, Greg Fuerst, Roger P. Wise

S1 Text. Bait and prey sequences used for Y2H binary validation among Mia alleles,

orthologs and outgroup NLRs.

BAIT SEQUENCES

Mia1_1_675_AY009939.1_Zhou_2001
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTGCTCACG
GAGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTT
GAGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAG
CCAAGACAAGCTCTGGGCCGATGAAGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGT
CGACAAGTTCCTCGTACAGGTTGATGGCATTCAGTTTGATGATAACAACAACAAATTTAAGG
GGTTCATGAAGAGGACGACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTC
ACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACA
AGGTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCTTTGTAT
GCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGACCTCATGAGGTTG
CTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGAT
TTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTT
CGATTGTCGG

Mla3_1_675_Baronesse_Moscou_2021
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTACTCACGG
AGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTTG
AGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAGC
CAAGACAAGCTCTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGTC
GACAAGTTCCTCGTACAGGTTGATGGCATTAAGTCTGATGATAACAACAACAAATTTAAGG
GGCTCATGAAGAGGACTACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTC
ACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACA
AGGTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCTTTGTAT
GCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGACCTCATGAGGTTG
CTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGAT
TTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTT
CGATTGTCGG

Mla6_1_675_AJ302292.1_Halterman_2001
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTGCTCACG
GAGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTT
GAGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAG
CCAAGACAAGCTCTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGT



CGACAAATTCCTCGTACAGGTTGATGGCATTCAGTCTGATGATAACAACAACAAATTTAAGG
GGCTCATGAAGAGGACGACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTC
ACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACA
AGGTATTTGTTCCTCATCCTACGAGACCAATTGCTATTGACCCTTGCCTTCGAGCTTTGTAT
GCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGACCTCATGAGGTTG
CTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGAT
TTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTT
TGATTGTCGG

Mia7-2_1_681_AY266444_Halterman_2004
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTACTCACGG
AGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTTG
AGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAGC
CAAGACAAGCTCTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGTC
GACAAGTTCCTCGTACAGGTTGATGGCATTAAGTCTGATGATAACAACAACAAATTTAAGG
GGCTCATGAAGAGGACTACCGAGTTGGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGA
TAGCTCACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACA
GGAACAAGGTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCT
TTGTATGCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGGCCTCATGA
GGTTGCTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGT
TGGATTTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGG
TGATTTCGATTGTCGG

Mla7_1_675_Mz555770_Bettgenhaeuser 2021
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTACTCACGG
AGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTTG
AGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAGC
CAAGACAAGCTCTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGTC
GACAAGTTCCTCGTACAGGTTGATGGCATTAAGTCTGATGATAACAACAACAAATTTAAGG
GGCTCATGAAGAGGACTACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTC
ACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACA
AGGTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCTTTGTAT
GCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGGCCTCATGAGGTTG
CTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGAT
TTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTT
CGATTGTCGG

Mla8_1_675_GU245940.1_Seeholzer_2010
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTGCTCACG
GAGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTT
GAGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAG
CCAAGACAAGCTCTGGGCCGATGAAGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGT
CGACAAGTTCCTCGTACAGGTTGATGGCATTCAGTTTGATGATAACAACAACAAATTTAAGG
GGTTCATGAAGAGGACGACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTC



ACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACA
AGGTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCTTTGTAT
GCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGACCTCATGAGGTTG
CTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGAT
TTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTT
CGATTGTCGG

Mla9_1_675_GU245941.1_Seeholzer_2010
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTACTCACGG
AGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTTG
AGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAGC
CAAGACAAGCTCTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGTC
GACAAGTTCCTCGTACAGGTTGATGGCATTAAGTCTGATGATAACAACAACAAATTTAAGG
GGCTCATGAAGAGGACTACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTC
ACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACA
AGGTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCTTTGTAT
GCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGGCCTCATGAGGTTG
CTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGAT
TTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTT
CGATTGTCGG

Mla10_1_675_AY266445.1_Halterman_2004
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTACTCACGG
AGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTTG
ATAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAGCC
AAGACAAGCTCTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGTCG
ACAAGTTCCTCGTACAGGTTGATGGCATTAAGTCTGATGATAACAACAACAAATTTAAGGG
GCTCATGAAGAGGACTACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTCAC
GCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACAAG
GTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCTTTGTATGC
TGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGGCCTCATGAGGTTGCT
TTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGATTT
GGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTTC
GATTGTCGG

Mia12_1_675_AY196347.1_Shen_2003
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTACTCACGG
AGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTTG
AGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAGC
CAAGACAAGCTCTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGTC
GACAAGTTCCTCGTACAGGTTGATGGCATTAAGTCTGATGATAACAACAACAAATTTAAGG
GGCTCATGAAGAGGACTACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTC
ACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACA
AGGTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCTTTGTAT



GCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGGCCTCATGAGGTTG

CTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGAT
TTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTT
CGATTGTCGG

Mla13_1_675_AF523683.1_Halterman_2003
ATGGATATTGTCACCGGTGCCATTTCCAACCTGATTCCCAAGTTGGGGGAGCTACTCACGG
AGGAGTTCAAGCTGCACAAGGGTGTCAAGAAAAATATTGAGGACCTCGGGAAGGAGCTTG
AGAGCATGAACGCTGCCCTCATCAAGATTGGTGAGGTGCCGAGGGAGCAGCTCGACAGC
CAAGACAAGCTCTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTCGTC
GACAAGTTCCTCGTACAGGTTGATGGCATTAAGTCTGATGATAACAACAACAAATTTAAGG
GGCTCATGAAGAGGACTACCGAGTTGTTGAAGAAAGTCAAGCATAAGCATGGGATAGCTC
ACGCGATCAAGGACATCCAAGAGCAACTCCAAAAGGTGGCTGATAGGCGTGACAGGAACA
AGGTATTTGTTCCTCATCCTACGAGAACAATTGCTATTGACCCTTGCCTTCGAGCTTTGTAT
GCTGAAGCGACAGAGCTAGTTGGCATATATGGAAAGAGGGATCAAGGCCTCATGAGGTTG
CTTTCCATGGAGGGCGATGATGCCTCTAATAAGAGACTGAAGAAGGTCTCCATTGTTGGAT
TTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCGGTATACGAGAAGATTAAAGGTGATTT
CGATTGTCGG

Sr33_1_675_KF031297.1_Periyannan_2013
ATGGATATTGTCACGGGTGCCATTGCCAAGCTGATCCCCAAGCTGGGAGAACTGCTTGTG
GGGGAGTACAAACTGCACAAGGGCGTCAAGAAAAATATCGAGGACCTCCTGAAAGAGCTC
AAGACCATGAACGCTGCGCTCATCAAGATTGGTGAGGTGCCGCCGGACCAGCTCGACAGC
CAAGACAAGCTTTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGCGGTG
GACAAGTTCCTCGTACGGGTCCATGGCGTTGAGCCCGACGACAACACCAACGGATTCAAG
GGGCTCATGAAGAGGACCACCAAGTTGTTGAAGAAAGTCGTGGATAAGCATGGAATAGCT
CACGCGATCAAGGACATCAAGAAGGAACTCCAGGAGGTGGCTGCTAGGCGTGACAGGAA
CAAGTTCGATGGTATTGCTTCTATTCCTACTGAAGCAATTGATCCTCGTCTCCGTGCTCTAT
ACATAGAAGCGGCAGAGCTAGTTGGCATCTATGGGAAGAGGGATCAGGAGCTCATGAGTT
TGCTCTCCTTGGAGGGCGATGATGCCTCTACCAAGAAACTGAAGAAGGTCTCCATTGTTGG
ATTTGGAGGGTTGGGCAAGACCACTCTTGCCAAAGCAGTATACGAGAAGATTAAAGGTGAT
TTTGATTGTCAC

Sr50_1_684_KT725812.1_Mago_2015
ATGAATATTGTCACGGGGGCCATGGGCAGCCTGATCCCCAAGTTGGGCGAGCTGCTCATG
GATGAGTACAAGCTGCACAAGCGCATCAAGAAAGATGTTGAGTTCCTCAAGAAGGAGCTTG
AGAGCATGCACGCTGCCCTCATCAAGGTTGGCGAGGTGCCGCGGGACCAGCTCGACAGG
CAAGTCAAGCTCTGGGCCGACGAGGTCAGAGAGCTCTCCTACAACATGGAGGATGTCGTC
GACAAGTTCCTCGTACGCGTCGACGGCGACGGCATTCAGCAGCCTCACGACAACTCCGGC
AGATTTAAGGAGCTCAAGAACAAGATGATCGGCTTGTTTAAGAAAGGCAGGAATCACCATC
GCATAGCTGACGCGATCAAGGAAATCAAGGAGCAACTCCAGGAGGTGGCTGCTAGGCGT
GACAGGAACAAGGTAGCTGTTCCTAATCCTATGGAACCAATTACTATCGATCCTTGTCTTCG
AGCTTTGTACGCAGAAGCGACAGAGCTAGTTGGCATATATGGGAAGAGGGATGAGGAGCT
CATGAGGTTGCTCTCCATGGAGGGTGATGATGCCTCTAACAAGAGACTAAAGAAGGTCTCC



ATTGTTGGATTTGGAGGGTTGGGCAAGACCACTCTTGCTAGAGCAGTATACGACAAGATTA
AAGGTGATTTTGATTGTCGG

Sr22_SCHOMBURGK_1_684_LN883743.1_Steuernagel_2016
ATGGCGGAAGTTCTGGTGAGCGCATCCACAGGGGCAATGGGTTCCCTCCTGCGGAAGTTG
GGAGCTATGTTGACGGATGAATACAAGCTGCTCAAGAACGTCCGTGGGGACATCAAGTTC
CTCAAGGACGAGCTGGAGGTCATGTGCGCGTTCCTCCTCAAGATGTCAGATGTGGAGGAG
CCTGACGAACCAACAAAGCTGCGTGTGACGGCGGTGCGGGAGATGTCCTATAAGATAGAG
GACAACATCGACAAGTTCATGGTCCTCGTGGAACAGGAACACGGGTCCTCCTGTTCCGAG
GCGGCTCATGGCGTCGCCAAGCTCATGGACAAGTGCAAGAACTTGCTGCCGGACATCAAG
GCCCGCCGCAGGATCGCCAAGGAGGTCAAAGACATCAAGAAAGAAATTAAGGATGTCAGC
GACAGATTTTCAAGGTACAAGATTGACGACTCCTCCTCCTCTATGCCGGCAAAAGACAAGG
TCGACCCTCGACTTCGTGCAGTCTACAAAGACGCCGCAGAGCTCGTCGGAATTGATGGAC
CAAAGGATGAACTTGTCAAGTGGCTGAATGAGAAAGAAGGCCAATCACTGAAATCTGTCTC
TATTGTTGGATATGGAGGGTTGGGCAAGACCACGCTCGCCAACCAGATCCGGGTCAACCT
TGGAGCGACCTTCGACTGCGGGG

TmMla_1_675_JF261156.1_Jordan_2011
ATGGATATTGTCACGGGTGCCATTGCCAAGCTGATCCCCAAGCTGGGAGAACTGCTTGTG
GGGGAGTACAAGCTACACAAGGGCATCAAGAAAAATATCGAGGACCTCCTGAAAGAGCTC
AACACCATGAACGCTGCGCTCATCAAGATTGGTGAGGTGCCGCCGGACCAGCTCGACAGC
CAAGACAAGCTTTGGGCCGATGAGGTCAGAGAGCTCTCCTACGTCATTGAGGATGTGGTG
GACAAGTTCCTTGTACGGGTCCATGGCATTGAGCCCGACGACAACACCAACGGATTCAAG
GGGCTCATCAAGAGGACCACCAAGTTGTTGAAGAAAGTCGTGGATAAGCATGGGATAGCT
CACGCGATCAAGGACATCAAGAAGGAACTCCAGGAGGTGGCTGCTAGGCGTGACAGGAA
CAAGTTCGATGGTATTGCTTCTGTTCCTACTGAAGCAATCGATCCTCGTCTCCGTGCTCTGT
ACATAGAAGCGGCAGAGCTAGTTGGCATCTATGGGAAGAGGGATAAGGAGCTCATGAGTT
TGCTCTCCTTGGAGGGCGATGATGCCTCTACCAAGAAACTGAAGAAGGTCTCCATTGTTGG
ATTTGGAGGGTTGGGCAAGACCACTCTTGCCAGAGCAGTATACGAGAAGATTAAAGGTGAT
TTTGGTTGTCAC

Pbri.c_1_663_MH595619.1_Carter_2018
ATGGTGAGCGCCTTGGCAGGGGTGATGACCTCTGTCATCGGCAAGCTCACCGCCCTGCTC
GGGGAGGAGTACGCAAAGCTGAAAGGTGTGCACAGGGAGGTGGAGTTCATGAAAGATGA
GCTGAGCAGCATGAACGCGCTCCTTCAGAGGCTGGCAGAGGCGGACCGTGATCTTGATGT
GCAGACGAAGGAATGGAGGGACCAAGTTCGGGAGATGTCTTACGACATTGAGGATTGCAT
GGACGACTTTATGAAAAGCCTTGGCCAAACTGACAGTGCTCAGACAGCAGGGCTTGTGCA
AAGTGTGGTCCAGCAGCTCAAGGCGCTGAGGGCGCGCCATCAAATATCCAGCAAAATCCA
GGGGCTCAAGGCACGTGTTGAAGATGCAAGCAAGCGACGTATGAGGTATAAGCTTGATGA
GCGCACCTTCGAGCCTAGCATCTCAAGGGCTATCAACCCTCGTTTGCCTTCACTCTATGCT
GAGCCTGATGGGCTTGTCGGTATTGACAAGCCAAGAGACGAGCTCATTAAGTGCCTAATG
GAGGGGATGGGTGCATCAGTGCAGCAGCAAAAGGTGTTATCTATTGTGGGTCCTGGGGGT
CTCGGTAAAACTACACTTGCCAATGAGGTGTACCGTAAACTGGAAGGCCAGTTCCAGTGTC
GA



Pm3A_1_696_AY939880.1_Srichumpa_2005
ATGGCAGAGCGGGTGGTCACCATGGCGATCGGGCCACTGGTGTCCATGCTGAAGGACAA
GGCGTCCAGCTACCTCCTGGACCAGTACAAGGTCATGGAGGGAATGGAGGAGCAGCACA
AGATTCTCAAACGCAAGCTTCCGGCCATCCTCGACGTCATCACCGATGTCGAGGAGCAGG
CCATGGCACAGAGAGAAGGTGCCAAAGCCTGGCTTCAGGAGCTCAGGACAGTCGCCTATG
TGGCAAATGAAGTCTTCGACGAATTCAAGTACGAAGCCCTACGCCGTGAAGCCAAGAAGA
ATGGGCACTACATAAAGCTCGGCTTCGATGTAATTAAACTCTTCCCTACTCACAACCGTGTT
GCGTTCCGTTACAAAATGGGTCGCAAGCTTTGCCTGATTCTGCAAGCCGTTGAGGTCCTCA
TAGCAGAGATGCAGGTCTTTGGGTTCAAGTACCAACCACAGCCACCGGTGTCCAAAGAGT
GGAGGCATACAGATTATGTTAGCATTGACCCACAAGAAATTGCCAGCAGATCCAGACACGA
AGATAAGAAGAACATTATTGGTATACTAGTTGATGAAGCTAGCAATGCAGATCTCACAGTTG
TTCCTGTGGTTGCAATGGGGGGCCTTGGCAAGACCACATTAGCGCAACTCATATACAATGA
TCCTGAAATTCAGAAGCATTTCCAGTTGCTG

Zar1_1_645_NM_114955.4_Salanoubat_2000
ATGGTGGACGCTGTTGTAACAGTGTTTTTAGAGAAAACCTTGAACATCCTCGAAGAAAAAG
GCCGAACCGTATCGGACTACCGAAAACAGTTGGAAGATTTGCAAAGCGAATTGAAATATAT
GCAGTCTTTTCTCAAGGATGCAGAGAGGCAGAAGAGAACTAATGAAACGTTGCGTACTCTT
GTTGCGGATTTACGAGAACTGGTTTACGAAGCTGAGGATATACTTGTGGATTGTCAGCTCG
CGGATGGTGATGATGGGAACGAGCAAAGGTCATCAAATGCGTGGCTTTCGCGGCTTCATC
CTGCCCGGGTTCCGTTGCAGTACAAGAAAAGCAAACGTTTGCAAGAGATCAATGAGAGGA
TAACGAAAATAAAGAGTCAAGTAGAGCCTTATTTCGAATTCATAACGCCGAGTAATGTTGGA
AGAGATAATGGAACTGATCGGTGGAGCTCTCCGGTGTATGATCATACTCAGGTGGTTGGTT
TGGAAGGAGATAAAAGAAAAATCAAGGAGTGGCTCTTTCGATCAAACGACAGCCAGCTTTT
GATAATGGCCTTTGTTGGGATGGGAGGGCTAGGTAAAACTACAATCGCTCAAGAAGTGTTC
AATGACAAAGAGATCGAACATCGTTTCGAAAGAAGG

PREY SEQUENCES

Kinesin protein (HORVU.MOREX.r2.1HG0038710)
GTTAAGATGCTTGCTGGGGAGATTGCGTTTGGTACCAGTTCACTGAAAAGACTAATTGAGC
AATCCATAGAAGACCCTGAAGGGACAAAAAATCAAATAGAGAATTTAGAGCATGAAATCCA
GCAAAAGAGGAGGCATCTGCGAGCCCTGGAACAAAAAATCATGGAAAGTGGTGAGGCATC
AGTTGCTAATGCTTCTATGGTGGATATGCAGCAGACTATTACAAAGTTGACAGCTCAATGCA
ATGAGAGGGCTTTTGACTTAGAGTTAAAATCAGCAGATAATCGTGTCCTTCAGGAGCAGCT
ACAACAGAAGAGTATGGAAATCAATGATTTACAAGAAAAAGTTCTGCGCCTTGAGGCACAG
GTCATACCAAAAACCAACATATCACCTGAACAATGCACACAGCAGGAGATTCTTGATTTGAA
AGCTAAACTTCAGTCCAAGGAAGTTGAAAGTGAGAAGCATAGATACCAGCATCTGGAAATG
ATTGACGAAAATCGAGACCTAATCAATCAGAACCATAAATTAAGTGAGGAAGCTGCTTATGC
AAAAGAATTGGCATCTTCTGCAGCTGTCGAGCTTAAGAATTTGGCTGAAGAAGTTACAAAG
CTATCCATACAAAATGCAAGGCAGGCAAAGGAGTTATTAATTGCTCAGGAGATGGCACATT
CCAGGGTTCCTGTTAGAAAGGGGCGTCCAGCAGGTAGTAGGGGCAGGGATGAGGTTGGG
ACCTGGAGTCTTGATTTAGAGGATATGAAGATGGAGCTGCTGGCGCGAAAAAAGAGGGAA



GCTGCTCTAGAAGCAGCTTTGGTAGAGAAGGAGCTTCTTGAAGAGGAGTACAAGAAGAAG
TTTGATGAAGCAAAGAAAAAAGAGCTTTCTCTAGAAAATGATCTAGCAGGCATGTGGGTTCT
TGTTGCTAAGTTGAAGAGAGGGGCTTTCAGCATATCTGATTTAAATGTTGATGACCGGTCTA
TCAATCTAACTGACATAACTAATGATATAAAGGAAAACAAAGGTGATACAAATGTAGCTCTA
GTTGAGAAACAAGTGCCAGATGATACTTTGAAGTCATTGACCGCAGAAGAATGTAGAAGTC
CAGAATTTGAACCTCTTCTTGTTCGTCTCAAGGCTAAAATTCAGGAGATGAAGGAGAAGGA
AACTGATCCCCTGAGTGATAAAGATGTCAATTCCCATGTCTGCAAAGTATGTTTTGAATCCG
CAACTGCTGCAGTTTTGCTTCCTTGTCGGCATTTTTGCTTGTGCAAGCCTTGCGCACTTGC
CTGTTCGGAATGCCCTCTGTGCCGCACACGAATCGTAGACAGGATAATTACCTTCACGTAG
ATCACTTGTTAGCCTAAGGAAACTTTTGACGCACCCAATCTCTCCCTGTAAAATCACCAACC
GTATATGTTCCTTTTTCTCTGTAGCAAAGAAGGTTACTTTTATGTTCCTTCTATGTTGTATTG
CCATTCGTTTGATTTCCCTATATAGCTTTACCTTGGCTCCTTGTTGTATTGAGAAGTTCAGC
GACTTCTCAACAAATGTGTATAGATATGTGACTCAACATTGTCCTCAGAAGTAAAGCAAATT
GATGTGGCAATACTTTTTTTTTCTTCTCTTTCAGAAGTAAAGGATGAACATGAGATCCTGAA
ACTGATGCAGCGAAAAAAAAAAAA

POLAR-like domain protein (HORVU.MOREX.r2.7HG0616280)
GGGATTTCAAAGGCCAGCACGCCATGGCGACGGCCAACGCCGGCGGCGAAGACGACGTG
CCGGGAGACCGCAACCCCGATTCCGCCGCGTCGAGCTGCCTCACGGACGGGAACGAGCC
GCGGGCCGCGACCGGCCGGTGTGAGGACCATCGTCGTCGTCATCATCATCAGGTCGCCG
AGATGGAGGCGGCGAGCCGCAGGAGGATGGACGTGCTGGAGGAGGAGTTCCACGCCGA
GCTCGAGCGCGTTCGCGCCGGCTACGGCCAGGACACGCCGCCGTTCTCGATTGGAGAGG
AG

Dynamin-related protein 3A (HORVU.MOREX.r2.3HG0259240)
CCAAGTTTCATCGGTGGCAGCAAGGCTGTAGAGCAAGCACAGCAACAAGTTAGAGCAGCT
AGATTGCCTGCAACAGTGGTTAGAAGGGATGGAGTAGATGCAGATAGGCCACAGGCTTCT
GAAAAAACCCAAAAAGCACGTGCATTATTGGGTAGAACTACTGGTGTAAATGGAGTTATCA
CCGACCAGATCCAGCAGGGGGTACGATCGGCTGCTGAGGCAGAGAGACCAGGATCTTCA
GGTAGTGGAAGCACTTCGTTTTGGGGCTCAATATTCACCTCAAGCGAAGACCGTGCACCTT
CTTCAGCAAGAGGTAGCTCAACGAACAAATCTTATGCTTCAGCTACTCCCAACCTGGAACA
TTCATTCTCTTCAATACAGTTAAAAGAGCCACCGCTAGTCCTCAAGCCTTCAGAAAATCATT
CTGAGCAGGAGGATCTTGAAATAGCAATCACAAAATTGCTGCTGCAGTCATATTACAATATA
GTAAGGAAAAATGTCGAGGATTTTGTACCAAAAGCAATTATGCATTTTCTGGTTAATCACAC
GAAAAGGGAGCTGCATAATTTCCTCATAACTACCCTTTATAGAGAGGAGCTCTTTGGGGAC
ATTCTCAGAGAACCTGATGAAATAACTACAAAGAGGAGGCAGATACGTGATACCCTTAAGG
TCCTTCAGCAAGCCTACAAAACTTTGGACGAGATACCGCTTGAAGCGGAGACAGTGGAGA
GAGGCTATTCCCTGGATTCTGATGCGACGGGTCTACCACGTGTCCATGGGGTTTACGATG
GAAGTTCACCATATTCGACCCCGAAGCAAACAAGGCCTAGGAAATCAAGCCACTCCGGGG
AGCAGCAACAACCTTTCAGTGGCAATGGATTCTGATATTACCTTTCACGATCATCCCCTGG
ATTAGTAGTGATTTGAGCCAGCGGATGTGCTGGTAGCAACACATGATTCCGCCTTGGGTTT
GTCAGTTCGGTACCCAATAGATATATGTTTTTTTTCTCTAGCCATTGCTATTCTTTTTAGTGT
TGCGCCCAACGAAAGCATTGGCGTGGTGCCAAATTTTTGCCATGTTGCCCTCCTGTACAGT



ATATCACTGCCCAATCATTTCGACTTAAAATGAAACCGGTGATGGGTATAGTTTCCTTTTTT
GTTAAAAACCCAGGAAGAAGCCATGGGAACCTTTAGTTTTAGTGCCGAGTACTTGTATCTG
AACACGGTTAGTTTTGCCGTGATAAGTATGACATGGTTCGTGTAAAAAAAAA

Protein disulfide isomerase (HORVU.MOREX.r2.5HG0402280)
ACACACGCGTTCGTCTCGTCTCTCGCGAGCAAACTTAAATCCGCACCACCACGCCCCGGT
GACGCAGCCGATCGATCGCCACCATCCAGTCCCCCCTCCGGCTTCCAGAAGCTTCTCGAC
GACGCCATGCGTCCGGCCATCCTCGCCGCCCTCCTCCTTCTCCTCGCCGCCGCGGCCTC
CCCGGCGGCCGCGCTCTACTCCGCCGGCTCCCCGGTCCTCCAGCTCAACCCCAACAACT
TCAAGAAGGTGTTGAACGCGAACGGGGTGGTGCTGGTGGAGTTCTTCGCGCCGTGGTGC
GGGCACTGCAAGCAGCTGACGCCGATTTGGGAGAAGGCCGCCGGCGTCCTCAAGGGCGT
CGCCACAGTCGCCGCGCTCGACGCCGACGCGCACAAGGAGCTTGCGCAGCAATATGGAA
TACGGGGATTCCCAACCATAAAAGTATTTCTCCCTGGCAAGCCGCCAGTGGATTATGAAGG
AGCAAGAGATGTAAAGCCCATTGTAAATTTTGCTCTGTCGCAGGTCAAAGGTCTTCTCAGA
GATAGGTTGGATGGTAAGGCATCAGGAGGTTCAAGTAGCAAAACCTCTGGTGGCTCAAGT
GAGAAGAAAAACGAACCAAATGAATCAGTAGAATTGAATTCGAGTAACTTTGACGAACTCG
TTATCAAAAGCAAGGATCTTTGGATTGTCGAGTTCTTTGCACCATGGTGTGGGCACTGCAA
GAAATTGGCTCCTGAATGGAAAAGGGCTGCAAAGAACTTGAAGGGTCAAGTGAAACTAGG
CCATGTTGATTGTGACTCTGATAAGTCCTTGATGAGCAAGTACAAGGTAGAAGGTTTTCCAA
CTATTTTGGTATTTGGTGCCGATAAGGACAGCCCGTTCCCCTACCAGGGGGCTAGAGCTG
CTTCTGCTATCGAGTCCTTCGCGTTGGAGCAGCTGGAAGCGAACGCTGCACCACCTGAAG
TTTCTGAGTTGACTAGCGCAGATGTGATGGAAGAGAAGTGTGCTTCTGCTGCCATTTGCTT
TGTGTCTTTCCTTCCAGACATCCTGGACTCAAAGGCAGAAGGAAGAAACAAGTACCTTGAG
CTGCTACTATCTGTTGCTGAGAAATTTAAGAAGAGTCCATACAGTTTTGTCTGGGCAGGCG
CCGGCAAGCAAGCTGATCTGGAGAAGCAGGTCGGAGTCGGTGGCTATGGCTATCCAGCC
ATGGTCGCTCTCAACGTGAAGAAAGGCGCATACGCTCCGCTCCGTAGCGCCTTCGAGCTC
GCCGAAATCACCGAGTTTGTGAAGGAGGCAGGGCGCGGCGGAAAGGGCAACCTTCCTCT
GGAGGGCGCCCCGACGGTGGTCCAGTCGGAACCATGGGACGGCAAGGATGGAGAGGTC
ATCGAGGAGGACGAGTTCTCGCTCGAGGAGCTCATGGCGGACAGCTCTGCGCCCAACGA
CGAGTTGTGATTCTCGAACCATGGTAGCGTTTAGAGGAACACTGATGCTTCACTTGTTCTG
ATGTGTACACTGTACAATTTGGACGGGACACTTTTTGGAATGCCTTTTCTTTATCTCAATGTT
AGCATTGTGGGAGAAAGCTCTGGTGTGCAAGGTGTGGGGGTGTCCTTGCCCCCGAAATAA
AACCAGTTCTGAGCTTAAAAAA

Basic helix-loop-helix (bHLH) transcription factor (HORVU.MOREX.r2.1HG0058670)
CCAGCGGATGACGCACATCGCCGTCGAGCGCAACCGGCGGCGACAGATGAACGATTACC
TCAGGGTCCTCAGGTCCCTCATGCCGGGATCCTACGTCCAGAGGGGAGACCAAGCATCAA
TCATAGGCGGAGCCATAGAGTTCATACGTGAGCTAGAGCAGCT



WPP domain-associated protein (HORVU.MOREX.r2.3HG0208220)
GCACCGCGGCAGGAAAGTGGCGTGCCTCCAAATTCCAACCTAGCAAACATGGCAGAGATC
TTGGATGTGCCAATCAGTGGCACCAATGGAAGTGCCACTGTTCAAGCTGAACAGAGCTTGA
GTGTGCCACTCAGGGACACCAACGGAAGTGCCAGTGTTCACGGTGAAGAGAGCTTGGATG
TGCCAGTAAGTGATACCAATGGAAGCGCCACTGTTCAGGATGAAACTTCTTCGGAAGGAAA
TGAGTTAATCATCGTGGATGAGATGGACTCCTTGTGGGATGATGTAAATACCATGGTTGAT
ATCTCAACATTCGTGACGTACTCTGTCATCAAAGGGTTTGTAAAAGATGCCGAACAAGAAAT
AGGTCAGCAGCTTGCTTCCAAGGATGAAGAGATAAGGTTGCTGAATCAAAAGCTGATGCAG
CTTGGAAATGGCAGCCTAAGTTTGTCTGGGGGTCGGGATAGAAAATATGATGAAGTTTATA
GTATCCGCCAACAGCTTCATGCCATTTCCAAGTCACTCTTGAATTCTGAGTGGGGTCTTTC
GGGGTCCCAGTATAACTTTGATGGTGCAGATGATGTGAGTAAACTTAGAGACAATGAACAT
TCCTCCAGAAATGGTTCTGCAAAGGTTGAAAGTGCTGGAGCCTCTCCTGATGCGGCTTTCG
CTGATGCGTCATGTTTGAAGCACTTGGATAGGGATGCTTTGATAGCCCATTTTAATAAAGAG
ATGAATACTATGAAAAGGATGCATGATAAAGTCGTGGAAATGAAGACAGAAGAGATATTTG
CACTCAAGCGAAACCTGCTAAACAAAGAAGGATCCAACCCATGGCATTTACGGAATAACAA
AGAATTCGAGCAGATTAGAAAGAAAATTGGGGAAGTTATGACAAGATTGGATGGCCTTCTC
ATGGAGAATAATAAGAGAACCACTTCTGGCGTCAAGGCAGAAACATTTGCTGGCCAACAAG
ACAAGAAAAATGTTTTAGATTCTGAAATCCAGCAAATACAAGGTGCTGCCACTAATAATCAA
GTAGAAGTGTGTGCTTTTCCTACACAGGCATCACACATTGCATCCATAGAGGCAGATCATG
CAAAGAAAATTGGAATGTTAGAGTCTGATATTGAAGAAGCCAGGATGGCAACCATGATTAG
AGAAGAGATAGAGATGATTGTACTAAGAGAGTTCGTTAACGAAATAGAAATACGGTTGCAT
GGTAATGAGATGGAGCATAACATGAAGCAAGACATTTGCTCAGTTATTCAGAATGAAGCTG
TAGCAGAAGCAGTGTTAAACCTCAACTCTACATTGTTGAAGTACAATGAGGAAAAGAGCTG
CTCTGAAGCGGCATCGACTATACAAAAGCAGGAGATTGAGAATCTGAAGCGAGCTGTTGA
CTCTTTCAGTAAAGTAGTGAGAGAAAAAGAGGAGTGTCAGATTGAATTGGGAGCAATGAAG
GGTCATATGGATTTATTATCCCATCAACTTGATTTACTTAAAGTCAAAGTGGAAAAGCAAGA
CTCCTGTATATCTGAAAAGAACAAGGAGTTTGATATGATTGTCGGCAGAGTGGAGCAAGCT
CTGCAGCATGTACGTCAAAATGAGATCAATATGAGCGAGTTCCATGACAGATTTAGAAATG
CTACAGACTCTCTGAAGGAGGTGGAGAAACAAAATCATTATTTATGTAAAGTCATCGAAGA
GAAGGAGAAAATATTCACATCAACCATTTATAAAGAAAAGGAGTTCAAAGAACACATGACAA
GTCTTGTTGAATCCATGAGAGAGTTTGAGAATCTTGTTACAGATCAACAAGCTATCATTGCA
AACAAAGTTCAGCACAGTGAATCAAGGTTCTGTTTACTGAAAGACCAATGTAAACACCTCAT
GAAAGAAGGCAATCTTTTGAGAAGGAAGGCATTGCGATACAAGGAGATATCTGAGACAAGA
GGCTCTAATCTTCAAAAGGCTGAGCTCGAGGTGGATTTACTTGGTGATGAGGTTGAGGCCT
TAACGGATCTTCTTGCAAAAATCTATATTGCGCTCGACCACTATTCTCCAGTTTTGCAACAC
TATACTGGAGTTATGGAGACCTTGAACATGATCAAGAAACACATAAGCACAGCAAAGTAAA
ATGCCTTATGCACATTTACATCAGCTGGTGACATGTTAACAGCAGAATTTGGTCTTATTGGC
CAGAAGGTGCACTTCAGACGATCTGCGGTAACTTTTTTAGGCGGTTGATGCAGCCCTTGCT
GTAGAAACCAAGGGCTGTGTAGTGCAGAATAGCTTGTTCCCCTCCGTAGGCAGTAGATTTT
GCTAGTCTTTGAGCACCTTGCAACTGACCCACCCAAACCATGGCTAGTCCTTCCTTGTGCG
TGTCTCTGAGCTACATTCTGATGTATGGGGTTGTGTCACCTGCTGATCTGCAAAAGTGAGA
CTTGAGTGACCAGTAACAACGGTTGTGGAGTGCTTGTGACCAAATTTTCATTCGGTTTATGT
AAGAGCTTGACATCTGAATTTGATGTTGTCTCAGTAATCTACAGACTCTGCTGCTTTTTTTTT
TAATCTTGATATACACGGTGGCATCTAAAAAAAAAAAAAAAAA



AAA-ATPase 1 (HORVU.MOREX.r2.7HG0598410)
CATTGCCAGCTTGTGTGAGGGCTTTACTGGGTCAGACATCCTAGAACTGTGCAAGCAGGC
TGCATTCTATCCTATCAGAGAGATTTTGAACAGCGAGAAAGATGGGACAAGAGCAAACAGT
CCAAGAGCCTTGAGGCAATCGGACCTGGAGAAAGCTCTTTCAACATCTAGAAAGGGAAAG
AAGGCCGCAAGCGGTGCGGCGTCAGGTTTCCAGTCTCCTGTGTGGACCCGTCCGTCGGA
TCCTGAAGATGACCAGGTACAGAGCGCAATCT

Homeobox-leucine zipper protein family (HORVU.MOREX.r2.4HG0338560)
TCGAAATTGGCATGGGCATTCGTCCTGCTCACTCTATGCTCCAACAGCATGCGCGGGGAG
AAGCTGGCGTTCGCTGAGAAAGAGAACCTGCTGGCGGCCTACATGGATCACGAGGAGCC
CGAGCTGGAGGAGGCCGACGAGGAGGAGGAGGAGGAGGAGGAGCGCGCCATGTCGTGC
GGGCTGGGCGGGAAGAAGCGGCGGCTGGCGCTGGAGCAGGTGCGCGCGCTGGAGLCGC
AGCTTCGAGACGGACAACAAGCTGGACCCGGAGCGCAAGGCCCGCATCGCCCGCGACCT
CGGCCTGCACCCGCGCCAGGTCGCCGTCTGGTTCCAGAACCGCCGCGCCCGCTGGAAGA
CAAAGCAGCTCGAGCGCGACTTCAACGCCCTCCGCGCCCGCCACGACGLGLTCCGCGCC
GACTGCGACGCGCTCCGCCGCGACAAGGACGCCCTCGCCGCCGAGATACACGAGCTGAG
GGAAAAGCTGTCGACCAAGCCGGAGACGGCGGTGAAGGCGGAGGCCACCGGCAATGTC
GAGGCCGCGGAGGAGCGCCTGCAGCAGGCGACGATGGTCGGCGCGGCGGTCTGCAAGG
ACGGATCCTCGGACAGCGACTCGAGCGCGGTGTTCAACGACGAGGCGTCGCCCTACTCC
GGCGCGGTCTTCGAGCAGCAGGGATTCATGGGGTTCGGCGCGTCGTTCCTGGACACGGC
GTCGGCGGCCGCGGCCACCACGGGCTGCACGTCCCTGCCCATGCTGGAACCCAAATGGC
CCAGCGCGTACCCGTACGACGCGAGCAGGTCCAGCGCCTACGGCTTCACGGAGGAATGG
CTGTCCGGGTCGGACGCGATTGGCAACGACGGCAGCTCCGCCTTCTTCTCCGAGGAGCA
CGTCTCCAACCTCAACTTCGGCTGGTGTAGCAGTGGCGCCGAGGGTTTTGACCTCCAGAG
TTACTGTAAAAAGTAAGACGGTGTCAATGTCCATGCAGCGACAGCGGGTACTTACTTTCTA
CTGGCTAGCTACCTTAGCCTAGCTAGCGGACAAGGAGAGAGGTTAGCAATGGTGGAATTC
GATGAGAAGGGTGAATTGCCGGATGAATGGACCTCCTGCCTGCCATTGCCATGGAGGGAG
GACGTAAATGTTACTACTAGTACACAGTACACAAATAACGGTCTCTAGGTTTAATCGATGGT
GTAAAAAGTTGCAATCCAAGCATGCAGCCGTCCCGAAAAAAAAAAA

Ubiquitin system component Cue protein (HORVU.MOREX.r2.7HG0618510)
TCTGACATGGACGATGCACGGGCCCGTGCATCAAGAGCTCTGGAAGCCTTGACGAAGTCC
ATACTGGAGGGTGCAGGAGCTGAAGCAGCGCAGAGCTTGCATCAGGAGAACATGATGCTC
AAGGAGCAGATGACGGCCGTCCTGTCGCAGAACGCGGTCCTGAAGCGCGCGGTGGCAAT
CCAGCATGAGCGACAGAAGGAGTTCGACGAGCGCAGCCACGAGGTGCAGGGCCTGAAGC
AGCTCGTCCTGCAGTACCAGGAGCAGCTGAGGACTCTTGAGATCAACAACTACGCGCTGC
AGATGCATCTGAAGCAGGCCCAGCAGAGCAGCTCCATGCCCGGGCGCTACAACCCGGAC
GTCTTCTAGTTTGGCTTCAGGCTGATGTTGATGAGCCCTGGCCCTTGGGGATTGAGAGTTG
AGACTAGTGGTACTCTGCCGTATGATGGTGAAGATGACTAGAAAATGTTGTTGCCTGGGAT
TCAGACTAGTTGGGTGGATGTTGGTTTGCTGACCACCTGTTGGCCGTGGGATGGGGCGCA
AGGCTCCCATGTAGATGATATGTTGGTTCAAACCTGTTGCGTTTAAACGTTTTCGTATTTAA
TATATACACAAAACAATCCAGATTCTTTGCAAAAAAAAAAAAA
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Kinetochore protein NDC80 homolog (HORVU.MOREX.r2.5HG0439020)
CAACTGTCGGCGCCCTCTCGCCTCAAGGCGATGGAGGAGAAGAAGGATGCATTTACTGCC
GACGTTCAGAAGTTTGAGGCGGTGGTGGAGAGCTGGTCCACCAAGATCAAGGAGAAGGAA
GAGGCTTTGCTGGAGAAGGAGAAGGAGCTTGAGGCCAAGGTGTTGAATTGCCAGCAGATC
ATGGCCGAGAATGAGGAGCTGGTGAAACAGGTGGAGGTGCAGGTGGTCAATGTGAGGGA
CGTCAATAGGATGGCTAGGGAGATGCAAGCGGTGGAAAATGATATTGCCAAGTTGGAGAA
TATGAATGCCGCACTGGAGGAGAAGGGGTGGGAACTCGAAGCTGCGCTGGTCAGTAAGC
TTGAGGAGATCGAGGGCCTTGCCGAGCTGTGCAACCAGTCCCTCAGAAAGTTGAAACCCA
GGATTGATTTCCAGTACGAGGTAAATTCAAAAGGATCCTCCCCGGCTGAGATCCTTGGTAC
CACCTACAAAACCGCCCTGAAGCCCGCACTCAATGCTCTTCTTAGTGAGACTAACATGCTA
GTTACCTCAAAGCATGGTGAGTCAGTTGATCTACAAAAGAAGTTGCAAGGAATTGTTAACAT
GTTGGAGGAGAAAAGGAATCATGTTTCTGTTCTACAGGCTAAACATAACGAGATGACTGCT
CAGATGGACTCACTGGATCGTGAAATCCAAAGCCATGTTTCACGCTGCGCAACCGATGCTA
GAAAAATGAAAGACAAGTTTGAGGAAAAAGAACATCACCTGAACACCGTCGAGAAGGAGG
CAGAGGTCTTTTTAAAGAACTCCGAGGAGGGTCTCCAAGCTGCGTTGAGGGAGACCGACG
AAGAAACCCAGATGTGCGCCAGGGAGCTGCTCAAGCTCATCGATTCCATCTCGGAGTACA
AGGAGTTTGTGGAGCTGTTGATTGCCGAGATAGTTGAAGAGCTCCACGAAAGCGCCGAAA
ACATGGCTTCGCTGTGATCCAAGACTCTGGTGTGAGGTCACAGGTTTGAAGCGAGTTGTAT
TTGGTGCTGCTGCTGTAGAGTTTGTCCGTACGCGAATAGGTACCTTATTGGATTGTTTAAC
GTCGTCTTCGTTGTAGTGTGATAGTTTGAGGGCTTGATTGGAGTTGTAGTCGTGCGCAGGT
GAGATGAGTTTGGTGTGCGTGTTTCTTGCTGCATTGGCCAGATGAACATGCAGAGTACTCC
CTTCATTCCCAAATATACAAGTCCTTTTAGAGTTTCCATTAGGGGACTACATACCGAACAAA
AGCATGTTTATATACATCCGTATATAGATTTTCAATGAAAT

OBERON 2-like protein (HORVU.MOREX.r2.5HG0370990)
GGGTTTTGCAACCTTTGCATGTGTGTGATTTGCAACAAGTTTGATTTTGAGGTCAACACATG
CCGATGGGTTGGGTGCGATTTCTGTTCCCATTGGACACACACTGACTGTGCGATTCGTGTT
GGCCAGATTGGGACAGGGCAATCAATTAAGAGCAGCACCGGTCATGCGGAAATGCTTTTT
AGGTGCCAGGCTTGCCAGAAGACATCAGAATTATTCGGTTGGGTTAAGGATGTGTTTCAAC
AATGTGCTCCTGGTTGGGATAGGGATGCCTTAGTACGAGAGCTTGAGTTTGTTTGTAAGAT
ATTTCGTCTAAGCGAAGACCCAAAAGGAAGAAATTTGTTCAGGAAATGTGCGAATCTGATT
GAAAGATTGAGGAATAGTTCTCCTGATTCTGTCAATCCTAGGATGATACTGCATGCACTTCG
AGAGCTTGAGATGGATTCCCTGAAGAGCTCTGAAAATGAAGAATCAGGACGCTTGATCACT
CCCCAGGAGGCATGTAATCGTATTGCAGAGGTAGTCCAAGAAGCTGTCAGAAAGATGGAG
CTTGTTGCTGAAGAGAAAATGGGACTGTACAAAAAGGCTCGCACCGCCGTGGAGGCCTGT
GACCGTGAGCTTGATGAGAAGGCCAGACAAGTTCAGGAGTTCAAGGCCGAGAGGCTGCG
GAAGAAGCAGCAGGTGGAGGAGCTCGAAAGCATTGTTCGGTTGAAACAGGCCGAGGCCG
AGATGTTCCAGCTCAAAGCAAGCGAGGCCCGCCAGGAGGCTGAGAGGCTCCAGAGCATC
GCGCTTGCCAAATCTGAGAGGGCTGAGCAGGACTATGCTAGCCTCTACCTCAAGCGGCGC
CTGGAGGAAGCGGAGGCAGAGAAGCAGTTTCTTTTCGAGAAAATAAAGCTTCAGGACGGC
CATAGGCCCCCGCAGGCGAGCAGCAGCGTGCCTGGTGATTCCTCTCAGGCGCCCTCTCA
GGCGTTGATGCTGTCCAAAATTCAGGACCTTCTCAAGAACGTTCGTACCATGCCGACAAAG
TCGGAGGCGCATTCAAAATAAGAGCAGCAGTGCTCATCAGGTTTGGGATTACATGTTTGTG
TTATTGTGCTAATGTATGGTGACTTAAGTGTGATGTGTTAGGAGTATAATGGGCGGTGCTC
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CCCCTTGGAAAATCAAATATTAATGTTGTTGGCTATATCGGGATATGATATACTCATGTAGG
CTACATATTTTTAATTGTTATTACTTTGAGTAAGAGATC

Golgin 5 (HORVU.MOREX.r2.1HG0071390)
AGGAGAACGTCTGCAGACAGTAATATGTCATACTATCTGAGGAGCATGACTCCAAGTGCTT
TTGAATCAGCACTCCGTCAAAAGGATGGAGAATTGGCTTCCTACATGTCACGCTTGGCCTC
ACTGGAATCTATTCGGAATTCCCTGGCAGAGGAGTTGGTAAAACTGACGGAACAATGTGAA
AAGTTGCGGAGTGAAGCTGCTGCTCTGCCTGGCCTAAAGGCTGAACTGGAAGCACTGAAA
CAAAGACACTTTCAAGCTCTGGAACTTATGGGGGAACGTGATGAAGAGTTGGAAGAGTTAC
GGAATGATATTGTTGACCTAAAGGACATGTACAGAGAACAAGTGGATCTTCTTGTTAGCCA
GCTCCAGACATTGGGCGCCCGTGTATAGTGCAATTGACCCAACAAGATAACAGTTTTGAAG
GCCCGAACATGTTCCGTCAGAGTTGAAAAAAGCAAAACCCGCGGCGAGTGTGGGAAGTTG
ATAGTCATACGAGGAAGATATATCTTTATTGATTTTGTGTACATCGTGAAGGATCTTTGTTGT
CGGTCTCGGTAGCATAGCCAGTGTGTTGTACACTAGACTGGATAGCTCCACAGCTCTACAT
TCATTGATGACTTGCATGCAAAGTTTTTCGTTCACAGAAGAGAAGTGTGTCATCGTCTCAGC
TAATAAATACTACTCCCTCCGTTTCTAAAAAAA

Pl 4-kinase alpha (HORVU.MOREX.r2.5HG0404360)
GGCGGAGGCGTAGTCTACACGGCCGTGCCGTTCTACAAGAGAGCCAGGCAGCTCGAAGA
CAAGGCGATCGAAAACGTGGAAACTGCTTTGGACGTTTTGGAGCGTGCCTCTGAGGTGAC
GGAGAAGTTTGCTGCTAATGTTGCCAATTCCCTACCGAAGGATGGATCCCTGCACAAGTTG
GCTGAGGAGCTTGAGTACATTGCTGAGGAAGTCGATAAGGATGCACACAAGGCTGAAGTC
ATGATTAAGAAGATCGAAGCGCTCAGCGACAAGATTGACGCCGCGGTGGAGCCTGTCATT
AAAGAGCTCGAGGAGGAGTTCAAGCCAAAGCCAGCATCCCACTCTGGGTCAGACGCCCAG
AAATGACCGTTCACATAAACTGTGGGAGAACGCTCCCCAAAGTGTCCGCTGTTGTACATAT
ATGTTGCTGGTTTTTCTTTCCTTCTTTCGAAGTGCCAACTTGTAAATATGTTCGTTGTGCCCT
ATGAACTAGAAGGACCCCATGGTTACAGTAAGAAATGGTGATCGTGTGCTGGGTGCCCCG
ATCTGAAGCACCCTGTAATCCTGATAATGTTACAGTAAGAACACTGCATCTGAAGAATGGAT
ATGTATGTGCGTGCATCAACTTCCGCCCTAAAAAAAAAAAAAAAAAAAAAAAAA

Pentatricopeptide repeat 336 (HORVU6Hr1G017930/ HORVU.MOREX.r2.3HG0255360)
TCGACGACGATGTGGCGTTCCCGAGCTCGCGCTCTCCTCCTACTCCGCTCATCCGTCCCC
AGGTCGCCACCGCCGCCGCAAAATCCACTTCGGAGCTTGACCCGAGCCCc G eeceeaece
ACCACGCCTTCTCTCCCGCTTCCTCTCCTCCTCCTCCCCGGAGGCCCTGCCGGACGCCCC
CTCCTCTTTTGCGGATGCCCTCCAGGATGATCCCTTTGCCTTGGCGCCCGGCGTTGAACC
CGGATCGGCTGATCCCACTGAGGCCGACGAGGACAACCTGGCCGCGCTCTGGGAGCAGG
ATGCGGGCGACGCCAACGACATCTTCGTCTCCCCCGCCTCCCCCGACACCGCTGACTCAG
AGGCCAGCGACCAGGAGGTCGCCCGCGTCCGCGCCGTCGTCCAGTCCACCCCGGAGGA
CCAGATCCCCTCCGCCATCGCCGACATGGTCGTTGACTTCACCGAGCCGCTCCTAGCCGC
CATCCTCCTCTCCGCCGAACTGCTCTGCAAGGTTGCTGATTCGGCCGAGATTGACAAGAT
GGACGCTTACATGCTCTGGGATTTGGTGAAGGAAATGGGCAGTGTGCCTGGATCATTGAG
CACCCCACTGTTGAACAGAGTGCTAGCAATGTTCTGGAAGCTTCAGAAATCGAAGGCGGC
GCTGGAGGTGCTTGACAAGTTCAGTGAGTTTGGCTGCACTCCGGACGGTGACAGCTATTA
TCTGGCGATTCAAGCGGCTGGAAAGAAGTCCATGGTTGGCGCCGCATGGGGAGTTTGCGA
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GAAGATGATTAGCTCTGGGTGCTTCCCTGATGGGAAGAAGACTGGTGAGATTGTGACCTTC
TTTTGCCAGGGGAAGATGGTGACGGAGGCGCATTCAGTATACCTAGCAGCAAAGGAGAAG
AAGGTTCAGATTCCAACATCAGCCTTGGACTTCCTTGTTGGTGCTTTGGCGAAGAATGATG
CGACCATCACTACGGCTCTGGAGCTGCTTGGGGAATACAAAGGAGACTCTCTTAAGCATG
CGGGCAAGTCCTTTGCTGCTGTTATACATAGTTTGTGCAGGATGAAGAATGTGAATGATGC
AAAGAAGCTGTTGATGAGGATGGTGAATCTTGGCCCAGCTCCTGGTAGTGCAGTGTTCAAC
TTTGTCATCACAGGATTGTCTAAAGAGGGAGAAATGGAAGACGCAAAGGATTTGATAAGAG
TGATGGAGAGCCGAGGGCTGCGCCCTGATGTTTATACATACAGTGTGATAATGAGTGGCT
ATGCAAAGGGAGGCATGATTGATGAAGCCCATTCTCTACTTCGCGAAGCTAAGAAGATCCA
TCCAAAACCAAGCAGGGTTACTTATCACATTCTAATCCGTGGTTACTGCAAGATGGAGGAG
TTTGAGAAGGCCCTGGAGTGCCTAAAGGAGATGAAGGAGGATGGGTTGCAGCCAAACATG
GATGAGTATAACAAACTCATCCAGTCGTTATGTCTGAAGGCTATGGACTGGAGGACAGCTG
AGAAGCTCCTTGAGGAAATGGAGGGCAGTGGGTTATGCCTTAAGGGCATTACCCGCAGCC
TCATAGCAGCAGTCAAGGAGTTGGAAATGGAAGAGGCGTCAAAAGACAGCCAAGAAGCAT
AGTTTCTCTAGGATACGCTTGAAGTGACACAGCCACTAATCAGTTTTGCGGATCACCCTCTT
TTTGCTCTCTGCATCTCTGGTGAGGTTATGAAAAACACCATCTTTTGTACTTGCTGCTTGTT
GTTAGATGCTAAAATAATATTGCATTTGTATTATAAATGCTGGACCTGAACGGATGCATATTT
AATTTTGGTCTAAAAAAAAAAAAA

Polyamine factor 1-binding protein (HORVU.MOREX.r2.7HG0598540)
ACAAGAGAAAGCAAAGGCGAAGACGGGGAGCAGAAAACTCCAGCCCGACGGAGGCCATC
CGGTTCGCCGCCGGCCCGCTCCTCCTCCTCCCCCTCGCCGGCGCTCCAAAGAGGTCCCA
TGGAGGAGGACGGCCCTAGCCGGAGCGGCCTGCCGCCGGTCGGGGAGTGCGAATGGAG
GGAGGAGCTGAGGCAGCAGCAGTCCCAGGTGGAGGCGCTGCACGACCGGCTCGTGGAG
GTCAAGGTCGGGATGCGGCGCTCCGAGGACGATTCCGGCCGGGAGCTCGAGCACCTGTG
CCGCAGGGTCAAGACCATCGCCACCCTGCTGGCGTACCTCAAATCCAAGGCCAGGATCAT
GTCGATTCCGCACCTCGCGCACACGTCCTGCGGGATCAGGAACCAGGATGGCGTGGGGT
TCGTCGACCGGCACGGGGTGCCCCTGGCCGATTGGTCCAAGGCCGCCGAGCCCGCTTCC
TGTGGGGGAGGTTCGGATGACAGGGCGGCGACAGAGGGTAGCGGCGTTCTGAAAAATGG
CGATGCCGTTGAAGGGGATGGAGATGTCGATGACATCCTCAAGTCCATCCGCGTGGTGAC
CGATGTCATGGAGTCTCTTGTCAAGAGAGTGATTGTGGCCGAGTCTGAAACTGCTAATGAG
AAAGAAAAGGTCAGGATTGGGTTGGAAGAGATCAGGAGGAAGACCATACAGGTCGAGTCC
ATGTCGGTCAAAGTCGAGGAGATGGAGAAATTTGCAGTGGGTACGAACGGCATGCTGAAT
GAGATGAGGCAGCGGGTTGAAGATATGGTCCTAGAGACCACTCGGCAGAGGCAGCGCGC
TGCTGAAAATGAGCAGGAGCTCAGCCGTGTGAAGAATGACTTTGAGTCGCTCAGAACTTAT
GTCAGCACACTCGTTAGTGTCAGAGAAACCCTTCTTTCATCGGAGAAGCAATTCGAGACAA
TGGAGAAGCTTTTTGACAGGCTAGTCGCAAGGACCAACCAGCTCGAGACTGAGAAAGCAC
AGAAAGAAGCAGAAGTCCAGAAGGTCATGGAGGAAAATGTGAGGCTACGTGCCATGGTCG
ACAAGAAGGACGCACAGCTCCAGGCGATGAGCGAGCAGTGCAAGTTCATGGCTCTGAACC
GTCCAAACTAGCGGAAGGCGGACACACCAGATAAGAAACCTGGAGTTGCCCAACTGATGT
CACTTACAGACTGCCGCAGCAGTGAAAAGAAAAAGAAGTTATATCCCTCGGGGCCCCGAA
TAACCGACGATGAAGCCATGTTCTTGGGTCCGTGATTCGTGGTGCAAACCCAATCGTGAAC
TGTCGTTACCTTAGATGTGGTGTGTCGAAATTGCAACCATGACTGTTGTATCTTGATTGTGT
GTGTAAAGACTGGGCGCATTTGCCCGGTTTTCGTAAATCATACAGATGTATACCGCAGGTC
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CATTCATCCTTCTTCTGCCTGAACCATATAGTTCAGCTGCTGCGTGGTGCTGTTTTTTTTAG
CCGTTAACTGTGGTGCTGTTAAAAATAACTGAAATGTTTTGCTTATAGATAGACTGGTTATAT
TTGCATCAATTTTCT
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