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S3 Figure. Y2H validation of interactions for the CC+NB domains of Mla alleles, orthologs and outgroup NLRs. CC+NB domains of MLA1, MLA3, MLA7, MLA7-2, MLA8, MLA9, MLA10, MLA12, MLA13; orthologs TmMLA, Sr33 and Sr50; and the
outgroup of Sr22, PBR1, PM3A and ZAR1 were cloned into bait vectors and tested for interactions with 15 novel prey candidates. SC-LW media was used as control for diploid growth, and the interaction was tested using selection with SC-LWH and SC-LWH

+ 0.5 mM 3-AT media.

Velasquez-Zapata et. al. (2022). An interolog-based barley interactome as an integration framework for NLR immune signaling.





