Figure S2

A
e917
(Inversion 7a 7b
breakpoint) 1a 1b \' I(
unc-62locus (T28F12.2) —\ i —HH—H | I H——
mu232 (M1K) €644 (W410STOP)
s472 (6.3kb deletion)
unc-62a (T28F12.2a) isoform —HH—1—H M
unc-62b (T28F12.2b.1) isoform —HH——H H
18.8kb
N , upstream [ 1 nonnt 1.1kb downstream
unc-62::GFP fosmid ~ —\— —HH—HHH {HearP}—
18.8kb St
. upstream ® &= 1.1kb downstream
unc-62(7a)::GFP fosmid N—i —HH——H N ]
18.8kb Stop
; ups\treamI I M v 1.1kb downstream
unc-62(7b)::GFP fosmid —— ——HH H l
5.bn
-5p - - ‘ _ unc-54 3’ UTR
nsy-5p::unc-62a —\—une 312\3_
LS8 >
nsy-5p::unc-62b (_i\\_)ugg-ﬁﬁb | unc-54 3" UTR 1Kb
B
S472(deletion)
UNC-62a (T28F12.2a) Meis HD KLE 564 aa
mu232 (M1K) €644 (W410STOP)
UNC-62b (T28F12.2b.1) | Meis HD L 527 aa
€644 (W410STOP)
Alternate exon 7b
exon 1 50 aa

Figure S2. Structure of unc-62 gene and UNC-62 protein.
(A) Structure of unc-62 locus, splice variants, T28F12.2a and T28F12.2b.1, and transgenes.

(B) Domain structure of UNC-62 protein. HD, homeodomain.



