Figure S2. Heatmap showing LD (r?) among the top nine SNPs detected by Bayesian whole-

genome regression analysis. The three SNP loci with large effects were weakly linked with each

other.
SNP4964- 2 0.01
04
SNP4549 - 0.3 0 0.01
0.2
SNP14338 - 01 0.11 0.06 0.01
0.0
SNP15008 - 0.08 0.01 0.04 0.02
SNP1920 - 0.01 0 0.03 | 0.01
SNP2301 - 0.01 0.01 0
SNP11965 - 0.01 | 0.03 0
SNP6347 0.03  0.12 0.05
A A Q > > ' ) ' '
” @fo g q‘;bQ . »9{]’ .\foQQ R &b'b < b?’b‘ < b?’ﬂbb‘ ‘\ng
5 > > & E3 > > @



