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Figure S1: ENCGC3 plots of SCO genes from 25 Drosophila species.
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Figure S2: Plots showing mean RSCU values of synonymous codons for 3-,4-, and 6-fold degenerate amino acids in SCO genes (y axis)
from 29 Drosophila species (x axis). The background shading indicates species from the same species sub-group.




Correspondence analysis
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Figure S3: Correspondence Analysis of mean RSCU values. Blue and green dots represent species of the subgenus Drosophila and
Sophophora, respectively. The single red dot represents Drosophila busckii from the subgenus Dorsilopha.



KAausnbay pi1oe oulwy uesw

@ m m m =
memmmmmmemme mMe £5 e
8 EE i s285Ss235E255£E88¢g3¢8
d 2R P E3352 83828 8EEET
.m L BN BN N N BN BN BN BN BN N BN BN BN BN BN BN BN BN BN
® * 290000 L N ] L] *® o Fznsq
L L e & &0 L N ® *o® ® [ eqa
* B o0 0 & B L N L] *® O [ werq
L ® o0 o 000 * o ® L X} L ] Funsq
L ® S0 ® 00 D * @ ® L X} L ] [oasq
L [ B N o 00 W * @ ® L 3 ] L ] [awq
L ] * o0 o 000 90 L N L ] L 2 L [yedqg
* &0 o e 0 L N ® *0 L [ a1aqg
L] ®» ¢ «* o e * o L ] *® L [Bnag
® L 2] ®e & * & L 3} ® [ a1eq
L * o0 000 B ®* @ L L] [ ] [ owia
* e oo D * @ ® o O I oua
L 0 o & & e ®* @ ® o ® [ wMa
L L L o & e * @ L *0 ] [ 19sa
L * 0 o ¢ 0 e * @ ® L 3 ] [eueq
L ® o0 e e & 9 L L 1 ] [ ] [ diaa
L L B ] o0 O * @ L o9 L ] asda
L L ® ® LA B 1 J * @ L L 1 ] L ] [ 1ada
L L N o0 e O * @ L o0 L ] [ nmwqg
L * @ (1 R XN * @ * o0 L ] [ sqoq
L ® & & 00 e W * @ *0 ® [ uma
L *® oo W &0 * @ * o [ ueq
L LX) % Wen ¢ 9 * ® o o [owq
L ] * e % W ¢ o ®* @ L L L [ aeug
L ] * ¢ O W B L B o0 L Fpfuag
L ] e o D e*e @ * o *® o [ aoug
® L o B0 o0 & * & e O [ nag
L ® & & W P * & o0 L ] I ubBa
L o 00 40 & * @ o0 L ] [snaq
g 3 ] =

Species

in SCO genes from 29 Drosophila species.

Iton

id composi

1IN0 acl

f the am

ISOn O

: Compari

Figure S4



