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Table 3. Plasmids used in this study 
Plasmid Alias Origin 

pMVB100 N/A (Versele et al. 2004) 
pFA6a-VC-His3MX6 G00019 (Sung and Huh 2007) 
YCpHU-Cdc3-VC G00521 pMVB100 was co-transformed into M-

1622 with a VC-HisMX PCR product 
(primers CDC3-F2(BiFC) and CDC3-
R1(BiFC), template pFA6a-VC-
His3MX6) flanked by sequences 
targeting recombination with the Cdc3 C 
terminus 

YCpHU-Cdc3(G365R)-VC G00522 Created by site-directed mutagenesis 
from template plasmid YCpHU-Cdc3-VC 

pCMV-p53(R249S), Neo G00637 Addgene Plasmid #16438 (Baker et al. 
1990) 

pEF1a-p53-mKate2-
split_mVenus_C, Hyg 

p663 (Gaglia and Lahav 2014) 

pEF1a-p53(L344A)-mKate2-
split_mVenus_C, Hyg 

p666 (Gaglia and Lahav 2014) 

pEF1a-p53(L344P)-mKate2-
split_mVenus_C, Hyg 

p668 (Gaglia and Lahav 2014) 

pEF1a-p53-mKate2-
split_mVenus_N, Neo 

p662 (Gaglia and Lahav 2014) 

pEF1a-p53(L344A)-mKate2-
split_mVenus_N, Neo 

p665 (Gaglia and Lahav 2014) 

pEF1a-p53(L344P)-mKate2-
split_mVenus_N, Neo 

p667 (Gaglia and Lahav 2014) 

pEF1a-p53-mKate2-
mVenus, Neo 

p675  (Gaglia and Lahav 2014) 

pEF1a-p53(L344A)-mKate2-
mVenus, Neo 

p678 (Gaglia and Lahav 2014) 

pEF1a-p53(L344P)-mKate2-
mVenus, Neo 

p679 (Gaglia and Lahav 2014) 

Pgal-p53-mKate2-VC, TRP1 H3.29 Cloned by homologous recombination 
of NcoI- and XmaI-digested RS314-H 
with PCR product of p663 (primers 
5’TP53fw and Pgal-p53-Kate-Vx_re) 

Pgal-p53(V272M)-mKate2-
VC, TRP1 

pMAM67 Created by site-directed mutagenesis 
from template plasmid H3.29 

Pgal-p53(R273H)-mKate2-
VC, TRP1 

pMAM68 Created by site-directed mutagenesis 
from template plasmid H3.29 

Pgal-p53-mKate2-VC, LEU2 pMAM110 Marker swap (TRP1 to LEU2) of H3.29 
Pgal-p53(V272M)-mKate2-
VC, LEU2 

pMAM111 Marker swap (TRP1 to LEU2) of 
pMAM67 

Pgal-p53(R273H)-mKate2-
VC, LEU2 

pMAM112 Marker swap (TRP1 to LEU2) of 
pMAM68 
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Pgal-p53(R273H), TRP1 RS314-H Addgene Plasmid #17541 
(Thiagalingam et al. 1995) 
 

Padh1-p53-mKate2-Venus, 
LEU2 

pMAM85 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
digested PCR product of p675 (primers 
MidTP53fw and TP53-vc_re) 

Padh1-p53(V272M)-
mKate2-Venus, LEU2 

pMAM86 Cloned by homologous recombination 
of StuI-digested pMAM69 and SspI-
digested PCR product of p675 (primers 
MidTP53fw and TP53-vc_re) 

Padh1-p53(R273H)-
mKate2-Venus, LEU2 

pMAM87 Cloned by homologous recombination 
of StuI-digested pMAM79 and SspI-
digested PCR product of p675 (primers 
MidTP53fw and TP53-vc_re) 

Padh1-p53(V272M R273H)-
mKate2-Venus, LEU2 

pMAM104 Cloned by homologous recombination 
of StuI-digested pMAM77 and SspI-
digested PCR product of p675 (primers 
MidTP53fw and TP53-vc_re) 

Padh1-p53(L344A)-mKate2-
Venus, LEU2 

pMAM105 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
digested PCR product of p678 (primers 
MidTP53fw and TP53re_Vc) 

Padh1-p53(L344P)-mKate2-
Venus, LEU2 

pMAM106 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
digested PCR product of p679 (primers 
MidTP53fw and TP53re_Vc) 

Padh1-p53-mKate2-VC, 
LEU2 

pMAM82 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
digested PCR product of p663 (primers 
MidTP53fw and TP53re_Vc) 

Padh1-p53(V272M)-
mKate2-VC, LEU2 

pMAM83 Cloned by homologous recombination 
of StuI-digested pMAM69 and SspI-
digested PCR product of p663 (primers 
MidTP53fw and TP53re_Vc) 

Padh1-p53(R273H)-
mKate2-VC, LEU2 

pMAM84 Cloned by homologous recombination 
of StuI-digested pMAM79 and SspI-
digested PCR product of p663 (primers 
MidTP53fw and TP53re_Vc) 

Padh1-p53(L344A)-mKate2-
VC, LEU2 

pMAM91 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
digested PCR product of p666 (primers 
MidTP53fw and TP53re_Vc) 

Padh1-p53(L344P)-mKate2-
VC, LEU2 

pMAM93 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
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digested PCR product of p668 (primers 
MidTP53fw and TP53re_Vc) 

Padh1-p53-mKate2-VN, 
LEU2 

pMAM90 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
digested PCR product of p662 (primers 
MidTP53fw and TP53re_Vn) 

Padh1-p53(L344A)-mKate2-
VN, LEU2 

pMAM92 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
digested PCR product of p665 (primers 
MidTP53fw and TP53re_Vn) 

Padh1-p53(L344P)-mKate2-
VN, LEU2 

pMAM94 Cloned by homologous recombination 
of StuI-digested pLS76 and SspI-
digested PCR product of p667 (primers 
MidTP53fw and TP53re_Vn) 

Padh1-p53-mKate2-VN, 
TRP1 

pMAM98 Marker swap (LEU2 to TRP1) of 
pMAM90 

Padh1-p53(L344A)-mKate2-
VN, TRP1 

pMAM99 Marker swap (LEU2 to TRP1) of 
pMAM92 

Padh1-p53(L344P)-mKate2-
VN, TRP1 

pMAM100 Marker swap (LEU2 to TRP1) of 
pMAM94 

Padh1-p53, TRP1 pMAM78 Marker swap (LEU2 to TRP1) of pLS76 
Padh1-p53, LEU2 pLS76 (Ishioka et al. 1993) 
Padh1-p53(V272M), LEU2 pMAM69 Created by site-directed mutagenesis 

from template plasmid pLS76 
Padh1-p53(R273H), LEU2 pMAM79 Cloned by gap repair of NcoI- and StuI-

digested pLS76 with RS314-H 
Padh1-p53(V272M R273H), 
LEU2 

pMAM77 Created by site-directed mutagenesis 
from template plasmid pMAM69 

Padh1-p53(L344A), LEU2 pMAM114 Cloned by gap repair of NcoI- and StuI-
digested pMAM79 with pMAM99 

Padh1-p53(L344P), LEU2 pMAM115 Cloned by gap repair of NcoI- and StuI-
digested pMAM79 with pMAM100 

Pgal-HSP82-TAP, URA3 G00613 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-HSC82-TAP, URA3 G00791 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-HSP104-TAP, URA3 G00614 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-SSA2-TAP, URA3 G00622 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-SSA4-TAP, URA3 G00790 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-SSB2-TAP, URA3 G00621 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-HSP12-TAP, URA3 G00617 Yeast ORF Collection (Gelperin et al. 
2005) 
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Pgal-HSP26-TAP, URA3 G00618 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-HSP31-TAP, URA3 G00619 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-SIS1-TAP, URA3 G00615 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-YDJ1-TAP, URA3 G00353 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-ZUO1-TAP, URA3 G00616 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-CCT7-TAP, URA3 G00620 Yeast ORF Collection (Gelperin et al. 
2005)  

Pgal-HSP82-TAP, TRP1 G00630 Marker swap (URA3 to TRP1) of 
G00613 

Pgal-HSC82-TAP, TRP1 G00799 Marker swap (URA3 to TRP1) of 
G00791 

Pgal-HSP104-TAP, TRP1 G00631 Marker swap (URA3 to TRP1) of 
G00614 

Pgal-SSA2-TAP, TRP1 G00633 Marker swap (URA3 to TRP1) of 
G00622 

Pgal-SSA4-TAP, TRP1 G00789 Marker swap (URA3 to TRP1) of 
G00790 

Pgal-SSB2-TAP, TRP1 G00634 Marker swap (URA3 to TRP1) of 
G00621 

Pgal-HSP12-TAP, TRP1 G00627 Marker swap (URA3 to TRP1) of 
G00617 

Pgal-HSP26-TAP, TRP1 G00628 Marker swap (URA3 to TRP1) of 
G00618 

Pgal-HSP31-TAP, TRP1 G00629 Marker swap (URA3 to TRP1) of 
G00619 

Pgal-SIS1-TAP, TRP1 G00632 Marker swap (URA3 to TRP1) of 
G00615 

Pgal-YDJ1-TAP, TRP1 G00800 Marker swap (URA3 to TRP1) of 
G00353 

Pgal-ZUO1-TAP, TRP1 G00635 Marker swap (URA3 to TRP1) of 
G00616 

Pgal-CCT7-TAP, TRP1 G00626 Marker swap (URA3 to TRP1) of 
G00620 

HSF1∆N, TRP1 G00061 (Park et al. 2006) 
pRS305, LEU2 N/A (Sikorski and Hieter 1989) 
pRS306, URA3 N/A (Sikorski and Hieter 1989) 
pRS314, TRP1 N/A (Sikorski and Hieter 1989) 
pRS316, URA3 N/A (Sikorski and Hieter 1989) 
pRS403, TRP1 N/A (Brachmann et al. 1998) 
pRS415, LEU2 N/A (Brachmann et al. 1998) 
pRS424, TRP1 N/A (Christianson et al. 1992) 
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Marker swapping was accomplished by PCR with 5_pRS and 3_pRS of the relevant 
marker gene from pRS305 for LEU2, pRS306 for URA3, or pRS404 for TRP1, followed 
by co-transformation of the new-marker PCR product and original-marker plasmid into 
yeast harboring a deletion of the new marker (BY4741 for LEU2 or URA3, Y0134 for 
TRP1). Selection for the new marker was followed by yeast DNA extraction and rescue 

of the marker-swapped plasmid in DH5. 
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