SUPPLEMENTAL MATERIAL

Supplementary tables
Table S1

RNAi experiment

	Strain
	Genotype
	dsRNA used
	Broods scored
	Brood size (48 hours, range)
	Embryonic survival %
	Larval survival 

(> L2) %

	N2
	+
	erd-2.1
	4
	191-233
	99-100
	>95

	N2
	+
	erd-2.2
	3
	192-200
	99-100
	>95

	N2
	+
	erd-2.1, 2.2
	5
	145-190
	96-99
	<1

	
	
	
	
	
	
	

	CB7550
	erd-2.1

(e997)
	erd-2.1
	4
	156-188
	99-100
	>95

	CB7550
	erd-2.1 (e997)
	erd-2.2
	3
	121-159
	77-91
	<1

	CB7550
	erd-2.1 (e997)
	erd-2.1, 2.2
	5
	146-176
	99-100
	<1

	
	
	
	
	
	
	

	NL2099
	rrf-3

(pk1426)
	erd-2.1
	4
	99-160
	89-91
	>95

	NL2099
	rrf-3

(pk1426)
	erd-2.2
	3
	97-146
	81-89
	>95

	NL2099
	rrf-3

(pk1426)
	erd-2.1, 2.2
	5
	64-111
	11-75
	<1


Table S2
Growth parameter comparisons






N
N2


CB7550
______________________________________________________________
Hermaphrodite brood size

5
287.6 ± 14.5

300.6 ± 31.1

Hermaphrodite generation 

8
72.8 ± 1.3 

73.3 ± 1.9


time (hours from hatching 

to F1 hatching, 20˚)
Hermaphrodite eating racea
5
117.6 ± 1.74

118.0 ± 2.9
(hours to exhaustion)
Male adult fertility (24 hr)b

5
618.8 ± 65.3

673.2 ± 252.0
a Population growth rates were compared using an eating race (Hodgkin & Barnes, 1991:  Proc Biol Sci. 246: 19-24): matched circular lawns of E. coli OP50 on 5 cm NGM plates were inoculated with single L4 hermaphrodites at 25˚, and the time to consumption of all bacterial food by their progeny was measured.   7 days later, all 10 starved plates were observed to contain similar numbers of nictating dauer larvae.

b Male fertility was measured as in Hodgkin & Doniach (1997, Genetics 146: 149-164): single newly molted adult males were mated with 6 fem-1(hc17) females for 24 hours at 20˚C, and total progeny were counted for each male.  Male strains were established from N2 (wild type) and CB7550 (sup-2(e997) by exposing L4 hermaphrodites to 30˚ heatshock, with similar survival and progeny male frequency for both N2 and CB7550.
