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Figure S3: TE content per genome compartments. TE percentage on the core (dark grey) and accessory

(light grey) chromosomes of A) for each Zymoseptoria spp. genomes. B) overall the twenty-six genomes.

The boxplots represent the distribution of TE coverage percentage per chromosome or contig and statical

comparison between TE coverage in core versus accessory genome, using Kruskal-Wallis test.


