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Figure S8. Identification of chromosome 4 contigs in the Dana.UMIGS assembly.

Contigs from the Dana.UMIGS assembly were aligned to 20 scaffold sequences from a previously
assembled D. ananassae genome that were assigned to chromosome 4 (Leung et al. 2017) using
NUCmer and visualized using mummerplot. Following manual inspection and removal of spurious
alignments, the final set of contigs corresponding to chromosome 4 were re-aligned and visualized.
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