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Figure S6: Allele balance at heterozygous site plots for all knock-out C. albicans isolates
sequenced in this study.

Plots showing the allele balance at heterozygous sites across the 8 chromosomes. Sequencing confirms
the presence of homozygosis, a long tract LOH, on the left arm of Chr4 (either haplotype A or B according
to the strain) in mono-fluorescent isolates. The orange vertical line on Chr4 represents the |-Scel-break
site.



