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Figure S1. Impact of ChIP normalization on centromere size measurements. (A) The 5 Mb centromere core region for centromere 5 in the inbred IL14H. The regions around this 5 Mb domain were defined as background. (B) CENH3-ChIP profiles of four IL14H biological replicates of centromere 5 before scaling. (C) The same four biological replicates after normalizing for ChIP efficiency. The window size is 10 Mb.
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Figure S2. Comparison of B73 centromeres to those in Oaxaca and Zea luxurians. (A) CENH3 ChIP-seq profiles for seven B73 and Oaxaca centromeres mapped to the B73 reference. The data are from a single heterozygous plant. (B) CENH3 ChIP-seq profiles for seven B73 and Zea luxurians centromeres mapped to the B73 reference. The data are from a single heterozygous plant. There appears to be no centromeres in Zea luxurians because the centromeres are embedded in long CentC arrays that lack homology to the B73 reference. The window size is 10Mb.

Table S1. ChIP datasets generated in this study.
[image: ]
1 Genome sizes are from (Chia et al. 2012).


Table S2. Genome sizes measured in this study. Measured genome sizes were divided by the average size of the six B73 samples. 
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Table S3. Primers used in this study. 
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Table S4. Genome and centromere sizes in Oaxaca X B73 hybrids. Genome sizes were not measured for the plants subjected to ChIP. The genome sizes shown are averages of multiple sibling individuals measured from the same ears (Supplemental Table 2). For centromere sizes, the unit of measure is bp.
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Table S5. Genome and centromere sizes in B73 X Zea luxurians hybrids. Genome sizes were not measured for the plants subjected to ChIP. The genome sizes shown are averages of multiple sibling individuals measured from the same ears (Supplemental Table 2). For centromere sizes, the unit of measure is bp.
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Table S6. Sequence Read Archive run IDs for all ChIP data used in this study.

	Sample_name
	Species/
subspecies
	Cultivar
	Accession
	ChIP SRA run
	input SRA run
	Library
layout
	Tissue
	Reference

	CML103_1
	Zea mays
	CML103
	PRJNA639705
	SRR12023802
	NA
	paired
	seedling
	this study

	CML103_2
	Zea mays
	CML103
	PRJNA639705
	SRR12023791
	NA
	paired
	seedling
	this study

	CML277_1
	Zea mays
	CML277
	PRJNA639705
	SRR12023780
	NA
	paired
	seedling
	this study

	CML277_2
	Zea mays
	CML277
	PRJNA639705
	SRR12023769
	NA
	paired
	seedling
	this study

	CML333_1
	Zea mays
	CML333
	PRJNA639705
	SRR12023758
	NA
	single
	seedling
	this study

	CML333_2
	Zea mays
	CML333
	PRJNA639705
	SRR12023747
	NA
	single
	seedling
	this study

	CML333_3
	Zea mays
	CML333
	PRJNA639705
	SRR12023736
	NA
	single
	seedling
	this study

	HP301_1
	Zea mays
	HP301
	PRJNA639705
	SRR12023730
	NA
	paired
	seedling
	this study

	HP301_2
	Zea mays
	HP301
	PRJNA639705
	SRR12023729
	NA
	paired
	seedling
	this study

	IL14H_1
	Zea mays
	IL14H
	PRJNA639705
	SRR12023801
	NA
	paired
	seedling
	this study

	IL14H_2
	Zea mays
	IL14H
	PRJNA639705
	SRR12023800
	NA
	paired
	seedling
	this study

	IL14H_3
	Zea mays
	IL14H
	PRJNA639705
	SRR12023799
	NA
	paired
	seedling
	this study

	Ki11_1
	Zea mays
	Ki11
	PRJNA639705
	SRR12023798
	NA
	single
	seedling
	this study

	Ki11_2
	Zea mays
	Ki11
	PRJNA639705
	SRR12023797
	NA
	single
	seedling
	this study

	Ki11_3
	Zea mays
	Ki11
	PRJNA639705
	SRR12023796
	NA
	single
	seedling
	this study

	Ki3_1
	Zea mays
	Ki3
	PRJNA639705
	SRR12023795
	NA
	paired
	seedling
	this study

	Ki3_2
	Zea mays
	Ki3
	PRJNA639705
	SRR12023794
	NA
	paired
	seedling
	this study

	NC350_1
	Zea mays
	NC350
	PRJNA639705
	SRR12023793
	NA
	paired
	seedling
	this study

	NC350_2
	Zea mays
	NC350
	PRJNA639705
	SRR12023792
	NA
	paired
	seedling
	this study

	Oh7b_1
	Zea mays
	Oh7b
	PRJNA639705
	SRR12023790
	NA
	paired
	seedling
	this study

	Oh7b_2
	Zea mays
	Oh7b
	PRJNA639705
	SRR12023789
	NA
	paired
	seedling
	this study

	P39_1
	Zea mays
	P39
	PRJNA639705
	SRR12023788
	NA
	single
	seedling
	this study

	P39_2
	Zea mays
	P39
	PRJNA639705
	SRR12023787
	NA
	single
	seedling
	this study

	P39_3
	Zea mays
	P39
	PRJNA639705
	SRR12023786
	NA
	single
	seedling
	this study

	Tzi8_1
	Zea mays
	Tzi8
	PRJNA639705
	SRR12023785
	NA
	paired
	seedling
	this study

	Tzi8_2
	Zea mays
	Tzi8
	PRJNA639705
	SRR12023784
	NA
	paired
	seedling
	this study

	B73_4
	Zea mays
	B73
	PRJNA639705
	SRR12023803
	NA
	single
	seedling
	this study

	OaxB73_F2_1
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023783
	NA
	single
	seedling
	this study

	OaxB73_F2_2
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023782
	NA
	single
	seedling
	this study

	OaxB73_F2_3
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023781
	NA
	single
	seedling
	this study

	OaxB73_F2_4
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023779
	NA
	single
	seedling
	this study

	OaxB73_F2_5
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023778
	NA
	single
	seedling
	this study

	OaxB73_F2_6
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023777
	NA
	single
	seedling
	this study

	OaxB73_F2_7
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023776
	NA
	single
	seedling
	this study

	OaxB73_F2_8
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023775
	NA
	single
	seedling
	this study

	OaxB73_F2_9
	Zea mays
	OaxB73_F2
	PRJNA639705
	SRR12023774
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_1
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023773
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_2
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023772
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_4
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023771
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_6
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023770
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_8
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023768
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_9
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023767
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_10
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023766
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_11
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023765
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_12
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023764
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_13
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023763
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_15
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023762
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_16
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023761
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_17
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023760
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_18
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023759
	NA
	single
	seedling
	this study

	OaxB73_BC1F2_19
	Zea mays
	OaxB73_BC1F2
	PRJNA639705
	SRR12023757
	NA
	single
	seedling
	this study

	B73lux_F1_1
	Zea mays subsp. mays x Zea luxurians
	B73lux_F1
	PRJNA639705
	SRR12023756
	NA
	single
	seedling
	this study

	B73lux_F1_2
	Zea mays subsp. mays x Zea luxurians
	B73lux_F1
	PRJNA639705
	SRR12023755
	NA
	single
	seedling
	this study

	B73lux_F1_3
	Zea mays subsp. mays x Zea luxurians
	B73lux_F1
	PRJNA639705
	SRR12023754
	NA
	single
	seedling
	this study

	B73lux_F2_1
	Zea mays subsp. mays x Zea luxurians
	B73lux_F2
	PRJNA639705
	SRR12023753
	NA
	single
	seedling
	this study

	B73lux_F2_2
	Zea mays subsp. mays x Zea luxurians
	B73lux_F2
	PRJNA639705
	SRR12023752
	NA
	single
	seedling
	this study

	B73lux_F2_3
	Zea mays subsp. mays x Zea luxurians
	B73lux_F2
	PRJNA639705
	SRR12023751
	NA
	single
	seedling
	this study

	B73lux_F2_4
	Zea mays subsp. mays x Zea luxurians
	B73lux_F2
	PRJNA639705
	SRR12023750
	NA
	single
	seedling
	this study

	B73lux_F2_5
	Zea mays subsp. mays x Zea luxurians
	B73lux_F2
	PRJNA639705
	SRR12023749
	NA
	single
	seedling
	this study

	B73lux_F2_6
	Zea mays subsp. mays x Zea luxurians
	B73lux_F2
	PRJNA639705
	SRR12023748
	NA
	single
	seedling
	this study

	B73lux_BC1F2_1
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023746
	NA
	single
	seedling
	this study

	B73lux_BC1F2_2
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023745
	NA
	single
	seedling
	this study

	B73lux_BC1F2_6
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023744
	NA
	single
	seedling
	this study

	B73lux_BC1F2_11
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023743
	NA
	single
	seedling
	this study

	B73lux_BC1F2_13
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023742
	NA
	single
	seedling
	this study

	B73lux_BC1F2_15
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023741
	NA
	single
	seedling
	this study

	B73lux_BC1F2_16
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023740
	NA
	single
	seedling
	this study

	B73lux_BC1F2_17
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023739
	NA
	single
	seedling
	this study

	B73lux_BC1F2_19
	Zea mays subsp. mays x Zea luxurians
	B73lux_BC1F2
	PRJNA639705
	SRR12023738
	NA
	single
	seedling
	this study

	trangenic_WT_1
	Zea mays
	mixed
	PRJNA639705
	SRR12023737
	NA
	single
	seedling
	this study

	trangenic_WT_2
	Zea mays
	mixed
	PRJNA639705
	SRR12023735
	NA
	single
	seedling
	this study

	trangenic_WT_3
	Zea mays
	mixed
	PRJNA639705
	SRR12023734
	NA
	single
	seedling
	this study

	trangenic_Ox_1
	Zea mays
	mixed
	PRJNA639705
	SRR12023733
	NA
	single
	seedling
	this study

	trangenic_Ox_2
	Zea mays
	mixed
	PRJNA639705
	SRR12023732
	NA
	single
	seedling
	this study

	trangenic_Ox_3
	Zea mays
	mixed
	PRJNA639705
	SRR12023731
	NA
	single
	seedling
	this study

	MS71
	Zea mays
	MS71
	PRJNA305893
	SRR2994641
	NA
	paired
	leaves
	

	Mo18W
	Zea mays
	Mo18W
	PRJNA305893
	SRR3018349
	NA
	paired
	leaves
	

	B97
	Zea mays
	B97
	PRJNA305893
	SRR3018373
	NA
	paired
	leaves
	

	CML333
	Zea mays
	CML333
	PRJNA305893
	SRR3018392
	NA
	paired
	leaves
	

	P39
	Zea mays
	P39
	PRJNA305893
	SRR3018404
	NA
	paired
	leaves
	

	Il14H
	Zea mays
	Il14H
	PRJNA305893
	SRR3018410
	NA
	paired
	leaves
	

	KI11
	Zea mays
	KI11
	PRJNA305893
	SRR3018575
	NA
	paired
	leaves
	

	Ky21
	Zea mays
	Ky21
	PRJNA305893
	SRR3018597
	NA
	paired
	leaves
	

	Tx303
	Zea mays
	Tx303
	PRJNA305893
	SRR3018625
	NA
	paired
	leaves
	

	NC358
	Zea mays
	NC358
	PRJNA305893
	SRR3018741
	NA
	paired
	leaves
	

	KI3
	Zea mays
	KI3
	PRJNA305893
	SRR3018808
	NA
	paired
	leaves
	

	Hp301
	Zea mays
	Hp301
	PRJNA305893
	SRR3018811
	NA
	paired
	leaves
	

	CML69
	Zea mays
	CML69
	PRJNA305893
	SRR3018813
	NA
	paired
	leaves
	

	CML247
	Zea mays
	CML247
	PRJNA305893
	SRR3018814
	NA
	paired
	leaves
	

	TZI8
	Zea mays
	TZI8
	PRJNA305893
	SRR3018816
	NA
	paired
	leaves
	

	M162W
	Zea mays
	M162W
	PRJNA305893
	SRR3018819
	NA
	paired
	leaves
	

	CML103
	Zea mays
	CML103
	PRJNA305893
	SRR3018820
	NA
	paired
	leaves
	

	OH7B
	Zea mays
	OH7B
	PRJNA305893
	SRR3018821
	NA
	paired
	leaves
	

	OH43
	Zea mays
	OH43
	PRJNA305893
	SRR3018822
	NA
	paired
	leaves
	

	CML322
	Zea mays
	CML322
	PRJNA305893
	SRR3018825
	NA
	paired
	leaves
	

	CML52
	Zea mays
	CML52
	PRJNA305893
	SRR3018826
	NA
	paired
	leaves
	

	CML228
	Zea mays
	CML228
	PRJNA305893
	SRR3018827
	NA
	paired
	leaves
	

	M37W
	Zea mays
	M37W
	PRJNA305893
	SRR3018833
	NA
	paired
	leaves
	

	B73_1
	Zea mays
	B73
	SRP105290
	SRR5466739
	NA
	single
	seedling
	Gent et al., 2017

	B73_2
	Zea mays
	B73
	SRP105290
	SRR5466555
	NA
	single
	seedling
	Gent et al., 2017

	B73_3
	Zea mays
	B73
	SRP105290
	SRR5466556
	NA
	single
	seedling
	Gent et al., 2017

	B73_5
	Zea mays
	B73
	SRP105290
	SRR5466737
	NA
	single
	seedling
	Gent et al., 2017

	B73_6
	Zea mays
	B73
	SRP105290
	SRR5466390
	NA
	single
	seedling
	Gent et al., 2017

	J178-3
	Zea luxurians
	PI 422162
	SRP105290
	SRR5466387
	SRR5466389
	single
	seedling
	Gent et al., 2017

	Oax-2
	Zea mays mays
	PI 628470
	SRP105290
	SRR5466588
	SRR5466710
	single
	seedling
	Gent et al., 2017
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ID DNA content pg/2C Genome size mean of genome size STDEV
B73_1 5.25 1.00 1.00 0.00
B73_2 5.21 0.99
B73_3 5.25 1.00
B73_4 5.17 0.99
B73_5 5.33 1.02
B73 6 5.17 0.99
Oaxaca_1 6.72 1.28 1.30 0.02
Oaxaca_2 6.89 1.32
QOaxaca_3 6.89 1.32
OaxB73_F2_1 5.67 1.08 1.15 0.05
OaxB73_F2_2 6.34 1.21
OaxB73_F2_3 6.13 1.17
OaxB73_F2_4 5.92 1.13
OaxB73_F2_5 6.38 1.22
OaxB73_F2_6 5.96 1.14
OaxB73_F2_7 5.59 1.06
OaxB73_F2_8 5.96 1.14
OaxB73_F2_9 6.17 1.18
OaxB73_F2_10 6.17 1.18
OaxB73 F2_11 6.01 1.14
OaxB73_BC1F2_1 6.30 1.20 1.20 0.01
OaxB73_BC1F2_2 6.17 1.18
OaxB73_BC1F2_3 6.22 1.18
OaxB73_BC1F2_4 6.34 1.21
OaxB73_BC1F2_5 6.34 1.21
OaxB73_BC1F2_6 6.26 1.19
OaxB73_BC1F2_7 6.22 1.18
OaxB73_BC1F2_8 6.30 1.20
OaxB73_BC1F2_9 6.34 1.21
OaxB73 _BC1F2_10 6.26 1.20
luxurians_1 8.44 1.61 1.61 0.02
luxurians_2 8.36 1.60
luxurians_3 8.53 1.63
B73lux_F1_1 6.85 1.30 1.31 0.01
B73lux_F1_2 6.82 1.30
B73lux_F1_3 6.90 1.31
B73lux_F2_1 7.01 1.34 1.31 0.04
B73lux_F2_2 7.18 1.37
B73lux_F2_3 6.97 1.33
B73lux_F2_4 7.14 1.36
B73lux_F2_5 6.64 1.26
B73lux_F2_6 7.01 1.34
B73lux_F2_7 6.89 1.31
B73lux_F2_8 6.85 1.30
B73lux_F2_9 6.64 1.26
B73lux F2 10 6.68 1.27
B73lux_BC1F2_1 7.83 1.49 1.47 0.03
B73lux_BC1F2_2 8.03 1.53
B73lux_BC1F2_3 7.73 1.47
B73lux_BC1F2_4 7.78 1.48
B73lux_BC1F2_5 7.58 1.44
B73lux_BC1F2_6 7.54 1.44
B73lux_BC1F2_7 7.41 1.41
B73lux_BC1F2_8 7.78 1.48
B73lux BC1F2 9 7.73 1.47
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Primer name Primer sequence Enzyme Purpose
Chr2_1F TCAAGAGGAGCCACACAT Acil distinguish SNPs on Chr2
Chr2_1R CTGTTGAACTTGTGTTCACTTG distinguish SNPs on Chr2
Chr2_2F GGAGCCGTCTGAAGAGA Dral distinguish SNPs on Chr2
Chr2_2R CTGCCAAACGAGCTCTAAA distinguish SNPs on Chr2
Chr3_1F GGTCATCTTCCGCCAAAT Becl distinguish SNPs on Chr3
Chr3_1R CCTAGGGAACCACATCAAAG distinguish SNPs on Chr3
Chr3_2F CAAGATCGTGACAGCCATAG BsmAl  distinguish SNPs on Chr3
Chr3_2R ACAGTGAAGGTGAGGTCT distinguish SNPs on Chr3
Chr8_1F AGGCTATGAGTTGGCATTG Bsrl distinguish SNPs on Chr8
Chr8_1R GAGACATCCTTACCAAACTAGCA distinguish SNPs on Chr8
Chr8 2F AGCTCTAGTCTCTTCTCCTTC Becl distinguish SNPs on Chr8
Chr8_2R GGTGGTTCACCTTCTTCACA distinguish SNPs on Chr8
Chr9_1F CAGATCCAAGCGAATGGTG HpyCHA4lll distinguish SNPs on Chr9
Chr9 1R AGAGCTGAAATGGGAGTGG distinguish SNPs on Chr9

CENH3-F1 GGCTGCTCTTACTTGCTTGC NA Genotyping on ImmuneCENH3
CENH3-R1 TACTTCCTGATCTCGCGCAGGGCG NA Genotyping on ImmuneCENH3
CENH3-F2  GAAGTCCACTGAACCGCTCAT NA oy humber analysis on
ImmuneCENH3
CENH3-R2 CGCTCTACTTTCCCGTTTGTTAC NA  COPYnumberanalysis on
ImmuneCENH3
Adh1-F GGCTGGAGGTATGTTCTATTC NA gRT-PCR on Adh1
Adh1-R GACCACCAACCATACCCATAAA NA gRT-PCR on Adh1










Primer name Primer sequence Enzyme Purpose

Chr2_1F TCAAGAGGAGCCACACAT Acil distinguish SNPs on Chr2

Chr2_1R CTGTTGAACTTGTGTTCACTTG distinguish SNPs on Chr2

Chr2_2F GGAGCCGTCTGAAGAGA DraI distinguish SNPs on Chr2

Chr2_2R CTGCCAAACGAGCTCTAAA distinguish SNPs on Chr2

Chr3_1F GGTCATCTTCCGCCAAAT BccI distinguish SNPs on Chr3

Chr3_1R CCTAGGGAACCACATCAAAG distinguish SNPs on Chr3

Chr3_2F CAAGATCGTGACAGCCATAG  BsmAI distinguish SNPs on Chr3

Chr3_2R ACAGTGAAGGTGAGGTCT  distinguish SNPs on Chr3

Chr8_1F AGGCTATGAGTTGGCATTG  BsrI distinguish SNPs on Chr8

Chr8_1R GAGACATCCTTACCAAACTAGCA distinguish SNPs on Chr8

Chr8_2F AGCTCTAGTCTCTTCTCCTTC BccI distinguish SNPs on Chr8

Chr8_2R GGTGGTTCACCTTCTTCACA distinguish SNPs on Chr8

Chr9_1F CAGATCCAAGCGAATGGTG  HpyCH4III distinguish SNPs on Chr9

Chr9_1R AGAGCTGAAATGGGAGTGG distinguish SNPs on Chr9

CENH3-F1  GGCTGCTCTTACTTGCTTGC   

NA Genotyping on ImmuneCENH3

CENH3-R1                TACTTCCTGATCTCGCGCAGGGCG  NA Genotyping on ImmuneCENH3

CENH3-F2 

GAAGTCCACTGAACCGCTCAT NA

Copy number analysis on 

ImmuneCENH3

CENH3-R2                

CGCTCTACTTTCCCGTTTGTTAC NA

Copy number analysis on 

ImmuneCENH3

Adh1-F

GGCTGGAGGTATGTTCTATTC NA qRT-PCR on Adh1

Adh1-R GACCACCAACCATACCCATAAA NA qRT-PCR on Adh1


image6.emf
ID genome size centromere2 centromere3  centromere4 centromere8 centromere9 centromere10
OaxB73_F2_1 1.15 2345000 NA NA NA NA NA
OaxB73_F2 2 1.15 2420000 2219160 NA 1998403 NA NA
OaxB73_F2_3 1.15 NA NA 2320000 NA 1870000 NA
OaxB73_F2_4 1.15 2415000 NA NA NA NA 1939465
OaxB73_F2_5 1.15 NA NA NA NA 1936000 NA
OaxB73_F2_6 1.15 2491357 NA NA NA NA NA
OaxB73_F2_7 1.15 NA NA 2299125 NA NA NA
OaxB73_F2_8 1.15 NA NA NA 2047653 1776712 NA
OaxB73_F2 9 1.15 2240000 NA 2393658 2140354 1600000 1910817

OaxB73_BC1F2_1 1.20 2732740 2578497 2159125 NA NA 2015000
OaxB73_BC1F2_2 1.20 2299486 NA NA 2456832 NA NA
OaxB73_BC1F2_4 1.20 NA NA NA NA NA NA
OaxB73_BC1F2_6 1.20 NA 2395000 NA 2460000 NA NA
OaxB73_BC1F2_8 1.20 NA 2500000 2664999 NA NA NA
OaxB73_BC1F2_9 1.20 2625000 2379160 2520000 NA NA NA
OaxB73_BC1F2_10 1.20 NA NA NA NA NA NA
OaxB73_BC1F2_11 1.20 NA 2310000 2315000 2186832 1961778 NA
OaxB73_BC1F2_12 1.20 NA NA 2650000 2160821 1781712 2088648
OaxB73_BC1F2_13 1.20 NA NA NA 2456832 NA NA
OaxB73_BC1F2_15 1.20 NA 2225287 NA 2441068 NA 2073648
OaxB73_BC1F2_16 1.20 NA 2375000 NA 2900780 1986778 NA
OaxB73_BC1F2_17 1.20 2520000 NA 2320000 NA 2036778 2038648
OaxB73_BC1F2_18 1.20 2391577 NA NA NA NA NA
OaxB73_BC1F2_19 1.20 2538991 NA NA NA NA NA










ID genomesize centromere2

centromere3 centromere4 centromere8 centromere9 centromere10

OaxB73_F2_1 1.15

2345000 NA NA NA NA NA

OaxB73_F2_2 1.15

2420000 2219160 NA 1998403 NA NA

OaxB73_F2_3 1.15

NA NA 2320000 NA 1870000 NA

OaxB73_F2_4 1.15

2415000 NA NA NA NA 1939465

OaxB73_F2_5 1.15

NA NA NA NA 1936000 NA

OaxB73_F2_6 1.15

2491357 NA NA NA NA NA

OaxB73_F2_7 1.15

NA NA 2299125 NA NA NA

OaxB73_F2_8 1.15

NA NA NA 2047653 1776712 NA

OaxB73_F2_9 1.15

2240000 NA 2393658 2140354 1600000 1910817

OaxB73_BC1F2_1 1.20

2732740 2578497 2159125 NA NA 2015000

OaxB73_BC1F2_2 1.20

2299486 NA NA 2456832 NA NA

OaxB73_BC1F2_4 1.20

NA NA NA NA NA NA

OaxB73_BC1F2_6 1.20

NA 2395000 NA 2460000 NA NA

OaxB73_BC1F2_8 1.20

NA 2500000 2664999 NA NA NA

OaxB73_BC1F2_9 1.20

2625000 2379160 2520000 NA NA NA

OaxB73_BC1F2_10 1.20

NA NA NA NA NA NA

OaxB73_BC1F2_11 1.20

NA 2310000 2315000 2186832 1961778 NA

OaxB73_BC1F2_12 1.20

NA NA 2650000 2160821 1781712 2088648

OaxB73_BC1F2_13 1.20

NA NA NA 2456832 NA NA

OaxB73_BC1F2_15 1.20

NA 2225287 NA 2441068 NA 2073648

OaxB73_BC1F2_16 1.20

NA 2375000 NA 2900780 1986778 NA

OaxB73_BC1F2_17 1.20

2520000 NA 2320000 NA 2036778 2038648

OaxB73_BC1F2_18 1.20

2391577 NA NA NA NA NA

OaxB73_BC1F2_19 1.20

2538991 NA NA NA NA NA


image7.emf
ID

genome sizeé centromere 2 centromere3 centromere4 centromere5 centromere8  centromere9  centromere10
B73lux_F1_1 1.31 2445000 2100638 2200000 2265464 1965000 1765000 1752649
B73lux_F1_2 1.31 2230000 2140287 2148658 2200505 1955000 1655000 1752649
B73lux_F1_3 1.31 2150000 2214447 2154125 2315000 2020000 1795000 1905817
B73lux_F2_1 1.31 2765000 2114450 NA 2303903 2445000 1776712 2275000
B73lux_F2_2 1.31 2160482 2385000 NA 2457934 2175000 1760000 NA
B73lux_F2_3 1.31 2426577 2520000 NA 2488026 1936832 1800000 1920817
B73lux_F2_4 1.31 2620000 2180287 2240992 NA 2100000 2036778 NA
B73lux_F2_5 1.31 2633991 2245000 NA NA 2302376 2200000 2407741
B73lux_F2_6 1.31 2381577 2379160 2269125 2313940 NA NA 2008246
B73lux_BC1F2_1 1.47 NA NA NA 3280000 NA 2296778 NA
B73lux_BC1F2_2 1.47 NA NA NA 3125000 NA 2301778 2347913
B73lux_BC1F2_6 1.47 NA NA NA NA NA 2055000 2435700
B73lux_BC1F2_11 1.47 NA NA NA 3105000 NA 2021778 2295000
B73lux_BC1F2_13 1.47 NA NA NA 2275000 NA NA 2078648
B73lux_BC1F2_15 1.47 NA NA NA 2937934 NA 2186778 2132913
B73lux_BC1F2_16 1.47 NA NA NA 2597302 NA NA 2005000
B73lux_BC1F2_17 1.47 NA NA NA 3309471 NA 2035000 2435000
B73lux BC1F2 19 1.47 NA NA NA 3220000 NA 2065000 2095000










ID genome size

centromere 2 centromere3 centromere4 centromere5 centromere8 centromere9 centromere10

B73lux_F1_1 1.31

2445000 2100638 2200000 2265464 1965000 1765000 1752649

B73lux_F1_2 1.31

2230000 2140287 2148658 2200505 1955000 1655000 1752649

B73lux_F1_3 1.31

2150000 2214447 2154125 2315000 2020000 1795000 1905817

B73lux_F2_1 1.31

2765000 2114450 NA 2303903 2445000 1776712 2275000

B73lux_F2_2 1.31

2160482 2385000 NA 2457934 2175000 1760000 NA

B73lux_F2_3 1.31

2426577 2520000 NA 2488026 1936832 1800000 1920817

B73lux_F2_4 1.31

2620000 2180287 2240992 NA 2100000 2036778 NA

B73lux_F2_5 1.31

2633991 2245000 NA NA 2302376 2200000 2407741

B73lux_F2_6 1.31

2381577 2379160 2269125 2313940 NA NA 2008246

B73lux_BC1F2_1 1.47

NA NA NA 3280000 NA 2296778 NA

B73lux_BC1F2_2 1.47

NA NA NA 3125000 NA 2301778 2347913

B73lux_BC1F2_6 1.47

NA NA NA NA NA 2055000 2435700

B73lux_BC1F2_11 1.47

NA NA NA 3105000 NA 2021778 2295000

B73lux_BC1F2_13 1.47

NA NA NA 2275000 NA NA 2078648

B73lux_BC1F2_15

1.47

NA NA NA 2937934 NA 2186778 2132913

B73lux_BC1F2_16

1.47

NA NA NA 2597302 NA NA 2005000

B73lux_BC1F2_17

1.47

NA NA NA 3309471 NA 2035000 2435000

B73lux_BC1F2_19

1.47

NA NA NA 3220000 NA 2065000 2095000
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Genome size

Genome size

Sample_name Species/subspecies Cultivar Tissue (GB) (ratio to B73) # of replicate
B73 Zea mays mays B73 seedlings 2.30 1 1
CML103 " Zea mays mays CML103 seedlings 2.31 1.00 2
CML277 1 Zea mays mays CML277 seedlings 2.34 1.02 2
CML333' Zea mays mays CML333 seedlings 2.40 1.04 3
HP301 ° Zea mays mays HP301 seedlings 2.21 0.96 3
IL14H * Zea mays mays IL14H seedlings 2.10 0.91 3
Ki11 Zea mays mays Ki11 seedlings 2.38 1.03 3
Ki3 ! Zea mays mays Ki3 seedlings 2.35 1.02 3
NC350 ' Zea mays mays NC350 seedlings 2.40 1.04 3
Oh7b 1 Zea mays mays Oh7b seedlings 2.20 0.96 2
P39 Zea mays mays P39 seedlings 2.10 0.91 3
Tzi8 ' Zea mays mays Tzi8 seedlings 2.35 1.02 3
OaxB73_F2 Zea mays mays B73 X P1 628470 seedlings 2.65 1.15 9
OaxB73_BC1F2 Zea mays mays B73 X P1 628470 seedlings 2.76 1.20 15
B73lux_F1 Zea mays mays x Zea luxurians B73 x Pl 422162 seedlings 3.01 1.31 3
B73lux_F2 Zea mays mays x Zea luxurians B73 x P1 422162 seedlings 3.01 1.31 6
B73lux_BC1F2 Zea mays mays x Zea luxurians B73 x Pl 422162 seedlings 3.38 1.47 9
trangenic WT Zea mays mays mixed seedlings NA NA 3
trangenic_OX Zea mays mays mixed seedlings NA NA 3










Sample_name Species/subspecies Cultivar Tissue 

Genomesize

(GB)

Genomesize

(ratiotoB73)

#ofreplicate

B73 Zea mays mays B73 seedlings 2.30

1

1

CML103 

1

Zea mays mays CML103 seedlings 2.31

1.00

2

CML277 1 Zea mays mays CML277 seedlings 2.34

1.02

2

CML333 

1

Zea mays mays CML333 seedlings 2.40

1.04

3

HP301 1 Zea mays mays HP301 seedlings 2.21

0.96

3

IL14H 1 Zea mays mays IL14H seedlings 2.10

0.91

3

Ki11 

1

Zea mays mays Ki11 seedlings 2.38

1.03

3

Ki3 1 Zea mays mays Ki3 seedlings 2.35

1.02

3

NC350 

1

Zea mays mays NC350 seedlings 2.40

1.04

3

Oh7b 1 Zea mays mays Oh7b seedlings 2.20

0.96

2

P39 1 Zea mays mays P39 seedlings 2.10

0.91

3

Tzi8 1 Zea mays mays Tzi8 seedlings

2.35 1.02

3

OaxB73_F2 Zea mays mays B73 X PI 628470 seedlings

2.65

1.15 9

OaxB73_BC1F2 Zea mays mays B73 X PI 628470 seedlings

2.76

1.20 15

B73lux_F1 Zea mays mays x Zea luxurians B73 x PI 422162 seedlings

3.01

1.31 3

B73lux_F2 Zea mays mays x Zea luxurians B73 x PI 422162 seedlings

3.01

1.31 6

B73lux_BC1F2 Zea mays mays x Zea luxurians B73 x PI 422162 seedlings

3.38

1.47 9

trangenic_WT Zea mays mays mixed seedlings

NA

NA 3

trangenic_OX Zea mays mays mixed seedlings NA NA 3


