,1 10 20 30 40 50 60 70 80 90 100

SWEET10-GFP repair product extraction 2

10 20 30 40 50 60 70 80 90 100
_G-GIG_G—G—G_GG_G-G-G_GIG-GG_GI

171. SWEET10a_g-F

FIl TA_31large-a-M13F.ab1

rev TA_31large-a-M13R.ab1

10 120 130 140 150 160 170 180 190 200 210

SWEET10-GFP repair product extraction 2

10 120 130 140 150 160 170 180 190 200 210
CTATTCCATATGTAATTGCACTATTTAGTGCTATGCTGTGGTTGTTCTATGCAATTTTTGATGAGGATTCCACCCTTCTCATCACCATTAACTCCTTCACTTTCTTCAT

Fil TA_31large-a-M13F.ab1

FEYTA_31large-a-M13R.ab1

220 230 240 250 260 270 280 290 300 310 320

SWEET10-GFP repair product extraction 2

220 230 240 250 260 270 280 290 3Q0 310 320
GGAGACTGGCTACCTTACTGTGTACCTTATCTATGCCACAAAGAAGGACAGGGTATGTATCTCAAGAACACTACTTCCCTGATTTAAAGAACTTTGTCAGAGTGGGATA

Fi TA_31large-a-M13F.ab1

REVTA_31large-a-M13R.ab1

330 340 350 360 370 380 390 400 410 420 430

SWEET10-GFP repair product extraction 2

330 340 350 360 370 380 390 400 410 420 430
TGTTCAATTCATACAGAAGCAATCTTTGTTTCAGATGTTCACTACAAAACTCATCCTCTTCTTCAATATTTTTGGTTTCGGAATGATCGCTATCTTAACTCTTTTCCTT

Fie TA_31large-a-M13F.ab1

rev TA_31large-a-M13R.ab1

440 450 460 470 480 490 500 510 520 530 540

SWEET10-GFP repair product extraction 2

440 450 460 470 480 490 500 510 520 530 540
ACACATGGECGEAAAEGEGTTGATGTTETTGGATGGATTTGEATGATETTTGETTTATGEGTGTTTGTTGECECEATGGGTATCATGGTGAGAATGEGAGTEGEAAATT

Fi TA_31large-a-M13F.ab1

FEYTA_31large-a-M13R.ab1

550 560 570 580 590 600 610 620 630 640 650

SWEET10-GFP repair product extraction 2

550 560 570 580 590 600 610 620 630 640 650
TCAACACTTGCTTCTTTCTGTCTCTGACAGTTTTTTTTTCCCTATAATTATATTGATTCATTTTTGTTTTCTCTCTTCTTTACTCTATTTTCCAGAGAAAAGTGATAAA

Fb TA_31large-a-M13F.ab1

e

P
REV TA_31large-a-M13R.ab1
660 670 680 690 700 710 720 730 740 750 760
660 670 680 690 700 710 720 730 740 750 760

SWEET10-GFP repair product extraction 2

AACGAAGAGTGTEGAGTTEATG

GAGTGEGGTGATGTGGITETTETATGGTTTITETAAAGAAAGAEETTTATGTTGECGTA

Fic TA_31large-a-M13F.ab1

Rrev TA_31large-a-M13R.ab1

A ]

ATTCTTCCTCACCTTGACTGCGGTGATGTGGTTCTTCTATGGTTTTCTAAAGAAAGACCTTTATGTTGCCGTA

Ol a3l

X

770 780 790 800 810 820 830 840 850 860 870

SWEET10-GFP repair product extraction 2

770 780 790 800 810 820 830 840 850 860 870
AGTTAACTATCACGCATGCATCATTATCACG G

Fur TA_31large-a-M13F.ab1

FEYTA_31large-a-M13R.ab1

A WA A A A AN AN A A AR AMAAAAAA AN A A A A A AR VA

AGTTAACTATCACGCATGCATCATTATCACGTACATCTTTCTTTACATTCCACCAACTTTATCTTTCCCATTAATCATCAACCCAGCAACTATTTCTTATTCCCTTTTG

880 890 900 910 920 930 940 950 960 970 980

SWEET10-GFP repair product extraction 2

880 890 900 910 920 930 940 950 960 970 980
ATTAACTTCCACTTACAATTTCCTTTTTCTTGTCATGAACAGATTCCAAACACATTGGGCETTTCTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAACC

Fit TA_31large-a-M13F.ab1

RFEYTA_31large-a-M13R.ab1

ATTAACTTCCACTTACAATTTCC TTCTTGTCATGAACAGATTCCAAACACATTGGGCTTTCTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAACC

990 1,000 1,010 1,020 1,030 1,040 1,050 1,060 1,070 1,080 1,090

SWEET10-GFP repair product extraction 2

990 1,000 1,010 1,020 1,030 1,040 1,050 1,060 1,070 1,080 1,090
CCAAGAAATTACETGTAGAGGATECETAAACTTEGEGAATTGTECGAGEACATEGTEGACGTTGEAAAGETGAGTGEAACCETETGTTECGAGATAACCACAGTAGTGGT

Fur TA_31large-a-M13F.ab1

FEVTA_31large-a-M13R.ab1

N T e v

CCAAGAAATTACCTGTAGAGGATCCTAAACTTCGCGAATTGTCCGAGCACATCGTCGACGTTGCAAAGCTGAGTGCAACCCTCTGTTCCGAGATAACCACAGTAGTGGT

1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170 1,180 1,190

SWEET10-GFP repair product extraction 2

1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170 1,180 1,190
TCCACAGCCCATAGACAATGGAAATGATGTTGAAGGTCAAAAAATTAAGGAAGAAAACGAGCAGGACATTGGTGTCCCTGCAGACAAAGTTAAGACTAATCTTTTTCTC

Fur TA_31large-a-M13F.ab1

rEY TA_31large-a-M13R.ab1

200 1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280 1,290 1,300

SWEET10-GFP repair product extraction 2

200 1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280 1,290 1,300
GGECGAATTCAGTAAAGGAGAAGAACTTTTCACTGGAGTT GTCCCAATTCTTGITGAATTAGATGGTGAT GTTA

FIt TA_31large-a-M13F.ab1

FEYTA_31large-a-M13R.ab1

‘GéCCGAATT&AGTAAAGGAGAAGAACTTTT&AC}GGAGfTéTCCCAATTCTTGTTGAATTAGATGGTGATGTTA

1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400 1,410

SWEET10-GFP repair product extraction 2

1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400 1,410
ATGGGEACAAATTTTETGTEAGTGGAGAGGGTGAAGGTGAT GEAACATACGG GCACTACTGGAAAACTACCTGTTCCATGGCCAAC

Fur TA_31large-a-M13F.ab1

FEYTA_31large-a-M13R.ab1

ATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCAACATACGGAAAACTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCATGGCCAAC

1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490 1,500 1,510 1,520
1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490 1,500 1,510 1,520
SWEET10-GFP repair product extraction 2 AGEEG GGIGTTCAATGETTTTCAAGATACCCAGATCATAT GAAGEGGEACGACTTCTTEAAGAGEGECAT GECTGAGGGATATGTGEAGGAG

Fur TA_31large-a-M13F.ab1

rEY TA_31large-a-M13R.ab1

J

ACTTGTCACTACTTTCACTTATGGTGTTCAATGCTTTTCAAGATACCCAGATCATATGAAGCGGCACGACTTCTTCAAGAGCGCCATGCCTGAGGGATACGTGCAGGAG

1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600 1,610 1,620 1,630
1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600 1,610 1,620 1,630
SWEET10-GFP repair product extraction 2  AGG GGACGACGGGAACTACAAGACACGTGETGAAGTCAAGTTTGAGGGAGACACCCTEGTCAACAGGATEGAGETTAAGGGAATEGATTTCAAGG

FIt TA_31large-a-M13F.ab1

FEY TA_31large-a-M13R.ab1

T N T e Amu.um‘u.m‘umnm

AGGACCATCTCTTTCAAGGACGACGGGAACTACAAGACACGTGCTGAAGTCAAGTTTGAGGGAGACACCCTCGTCAACAGGATCGAGCTTAAGGGAATCGATTTCAAGG

1,640 1,650 1,660 1,670 1,680 1,690 1,700 1,710 1,720 1,730 1,740

SWEET10-GFP repair product extraction 2

1,40 1,650 1,660 1,670 1,680 1,690 1,700 1,710 1,720 1,730 1,740
AGGACGGAAACATCCTCGGCCACAAGTTGGAATACAACTACAACTCCCACAACGTATACATCACGGCAGACAAACAAAAGAATGGAATCAAAG

Fi TA_31large-a-M13F.ab1

FEYTA_31large-a-M13R.ab1

AGGACGGAAACATCCTCGGCCACAAGTTGGAATACAACTACAACTCCCACAACGTATACATCACGGCAGACAAACAAAAGAATGGAATCAAAGCTAACTTCAAAATTAG

1,750 1,760 1,770 1,780 1,790 1,800 1,810 1,820 1,830 1,840 1,850

SWEET10-GFP repair product extraction 2

1,750 1,760 1,770 1,780 1,790 1,800 1,810 1,820 1,830 1,840 1,850
ACACAACATTGAAGATGGAAGCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACACAA

*

FIb TA_31large-a-M13F.ab1

rEY TA_31large-a-M13R.ab1

Al mnunuumum.mlmdmmumumhhmummJmlhummnhu nnhu_hMJn

ACACAACATTGAAGATGGAAGCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACACAA

1,860 1,870 1,880 1,890 1,900 1,910 1,920 1,930 1,940 1,950 1,960

SWEET10-GFP repair product extraction 2

1,860 1,870 1,880 1,890 1,900 1,910 1,920 1,930 1,940 1,950 1,960
TCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAACATGATG

*

Fie TA_31large-a-M13F.ab1

FEYTA_31large-a-M13R.ab1

o e A e et s o Moo e e

TCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACATGGCATGGATGAACTATACAAACATGATG

1,970 1,980 1,990 2,000 2,010 2,020 2,030 2,040 2,050 2,060 2,068

SWEET10-GFP repair product extraction 2

1,970 1,980 1,990 2,007
AGETTTG GEGTTETTGGIETATG

10. SWEET10aPro-R

Flb TA_31large-a-M13F.ab1

FEYTA_31large-a-M13R.ab1

lnMMUIM]MA‘MMWAMMMJUM‘& \ el

AGCTTTGATAACATTAACATTACCATTAACGTGTTCTTGGTTATGAAGGGEGAATIEGIEIAAARENGEAGGABIAGHIEEE




1 10 20 30 40 50 60 70 80 90 100 110 120

SWEET10-GFP repair product extraction 2

1 10 20 30 49 50 60
CTTCCGTACGEG GCTAATAACTGACAAATACTGTAACAGGCCAAC

171. SWEET10a_g-F

Flb TA_31small-e-M13R.ab1

rEYTA_31small-e-M13F.ab1

L LI LT

,'tﬂ\@:lgsﬁ'&wm"m.A.mhdu.n.«.Lm.ummum.c.AAum::amnum.nhmmnhmmdmmhm

ETEAGTAAGGGAGTAGTEETGEAGGTTTAAACGAATTEGEEETNC TTCCGTACGCGCTTCTTCATTTACTTTATATGCTAATAACTGACAAATACTGTAACAGGCCAAC

130 140 150 160 170 180 190 200 210 220 230 240 250

SWEET10-GFP repair product extraction 2

70 80 90 100 110 120 130 140 150 160 170 180 190
TTTTTACCAAATTTGCAAGAAGAAAACAAGCGAAGGTTTCCAGTCTATTCCATATGTAATTGCACTATTTAGTGCTATGCTGTGGTTGTTCTATGCAATTTTTGATGAGGATTCCACCCTTCTCA

Fub TA_31small-e-M13R.ab1

REY TA_31small-e-M13F.ab1

“““uu“h““‘ A ““hul ‘““““‘“““““““‘“‘““h“AhA “A NMAWMANANNANNN WA WA NANAAANAA

TTTTTACCAAATTTGCAAGAAGAAAACAAGCGAAGGTTTCCAGTCTATTCCATATGTAATTGCACTATTTAGTGCTATGCTGTGGTTGTTCTATGCAATTTTTGATGAGGATTCCACCCTTCTCA

260 270 280 290 3Q0 310 320 330 340 350 360 370

SWEET10-GFP repair product extraction 2

2Q0 210 220 230 240 250 260 270 280 290 300 310
TCACCATTAACTCCTTCACTTTCTTCATGGAGACTGGCTACCTTACTGTGTACCTTATCTATGCCACAAAGAAGGACAGGGTATGTATCTCAAGAACACTACTTCCCTGATTTAAAGAACTTTGT

Fub TA_31small-e-M13R.ab1

FEY TA_31small-e-M13F.ab1

|_|—|_I_I_I_I_L'_|_'_,_I_

e TRRELIL s TN e
AmmnmmlmAMAAMMMMMmmlAu.ummun_umhJAmh.m.mu,.,.x...unmmxmwwm

TCACCATTAACTCCTTCACTTTCTTCATGGAGACTGGCTACCTTACTGTGTACCTTATCTATGCCACAAAGAAGGACAGGGTATGTATCTCAAGAACACTACTTCCCTGATTTAAAGAACTTTGT

SWEET10-GFP repair product extraction 2

Fur TA_31small-e-M13R.ab1

FEYTA_31small-e-M13F .ab1

Yl b L Kt T o e s e e A e raing

> a £ VD

CAGAGTGGGATATATTTAATTCATACAGAAGCAATCTTTGTTTCAGATGTTCACTACAAAACTCATCCTCTTCTTCAATATTTTTGGTTTCGGAATGATCGCTATCTTAACTCTTTTCCTTACAC

N\
v

510 520 530 540 550 560 570 580 590 600 610 620

SWEET10-GFP repair product extraction 2

450 460 470 480 490 500 510 520 530 540 550 560
ATGGEEGEAAACGEGTTGATGETETTGGATGGATTTGEATGATETTTGETTTATGEGTGITTGITGECECETATGGGTATCATGGTGAGAATGEGAGTEGEAAATTTTAACACTTGETTETTTETG

Fue TA_31small-e-M13R.ab1

REY TA_ 31small-e-M13F.ab1

A N AR
WAL ALY

J\
VT AR
B MDA RIS NG Lol LY AR W
ATGGCCGCAAACGCGTTGATGTTCTTGGATGGATTTGCATGATCTTT

630 640 650 660 670 680 690 700 710 720 730 740 750
570 580 590 600 610 620 630 640 650 660 670 680 690
SWEET10-GFP repair product extraction 2  TETENGATAG GATTAATTTTTG GAGAAAAGTGATAAAAACGAAGAGTGTCGAGTTCATGCCATTTTCT

FIl: TA_ 31small-e-M13R.ab1

~ | . T ATl
e G A R b e e el sl el e B

rEY TA_31small-e-M13F.ab1 TCTCTGATAGTTTTTTTTTTTTTCCCCTATAATTATATTGATTAATTTTTGTTTTCTCTCTTCTTTATTCTATTTTCCAGAGAAAAGTGATAAAAACGAAGAGTGTCGAGTTCATGCCATTTTC
760 770 780 790 800 810 820 830 840 850 860 870
7Q0 710 720 730 740 750 760 770 780 790 800 810

SWEET10-GFP repair product extraction 2

TTATCATTCTTCCTCACCTTGACTGEGGTGATGTGGTTCTTCTATGGTTTTCTAAAGAAAGACCTTTATGTTGCCGTAAGTTAACTATCACGCATGCATCATTATCACGTACATCTTTCTTTACA

Fub TA_31small-e-M13R.ab1

FEYTA_31small-e-M13F.ab1

f I
VA A, ..mAmmAu._mmm, m&mAm.mmumu. MM‘.&MM‘M A“,m

A A

A‘AIAA
TTATCATTCTTCCTCACCTTGACTGCGGTGATGTGGTTCTTCTATGGTTTTCTAAAGAAAGACCTTTATGTTGCCGTAAGTTAACTATCACGCATGCATCATTATCACGTACATCTTTCTTTACA

880 890 900 910 920 930 940 950 960 970 980 990 1,000

SWEET10-GFP repair product extraction 2

820 830 840 850 860 870 880 890 900 910 920 930 940

- 7 ] - ?

Fl: TA_ 31small-e-M13R.ab1

FEYTA_31small-e-M13F.ab1

-5 = L

TTCCACCAACTTTATCTTTCCCATTAATCATCAACCCAGCAACTATTTCTTATTCCCTTTTGATTAACTTCCACTTACAATTTCCTTTTTCTTGTCATGAACAGATTCCAAACACATTGGGCTTT

1,010 1,020 1,030 1,040 1,050 1,060 1,070 1,080 1,090 1,100 1,110 1,120

SWEET10-GFP repair product extraction 2

950 960 970 980 990 1,000 1,010 1,020 1,030 1,040 1,050 1,060
CTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAACCCCAAGAAATTACCTGTAGAGGATCCTAAACTTCGCGAATTGTCCGAGCACATCGTCGACGTTGCAAAGCTGAGTGCAAC

Fi TA_ 31small-e-M13R.ab1

FEYTA_31small-e-M13F .ab1

CTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAACCCCAAGAAATTACCTGTAGAGGATCCTAAACTTCGCGAATTGTCCGAGCACATCGTCGACGTTGCAAAGCTGAGTGCAAC

1,130 1,140 1,150 1,160 1,170 1,180 1,190 1,200 1,210 1,220 1,230 1,240 1,250

SWEET10-GFP repair product extraction 2

1,070 1,080 1,090 1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170 1,180 1,190
CETETGTTCEGAGATAACCACAGTAGTGGTTCCACAGECCATAGACAATGGAAATGATGTTGGAGGTCAAAAAATTAAGGAAGAAACCGAGEAGGACATTGGTACCCETGEAGACAAAGTTAAGA

FIl TA_31small-e-M13R.ab1

FEYTA_31small-e-M13F.ab1

CCTCTGTTCCGAGATAACCACAGTAGTGGTTCCACAGCCCATAGACAATGGAAATGATGTTGGAGGTCAAAAAATTAAGGAAGAAACCGAGCAGGACATTGGTACCCCTGCAGACAAAGTT----

1,260 1,270 1,280 1,290 1,300 1,310 1,320 1,330 1,340 1,350 1,360 1,370

SWEET10-GFP repair product extraction 2

1,200 1,210 1,220 1,230 1,240 1,248 1,258 1,268 1,278 1,288 1,298 1,308
CTAATCTTTTTCTCTTTCTCATCTTTTCACTTCTCCAATCATTATCCTCGGCCG- -AATTCAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGATGTTA

Fl TA_31small-e-M13R.ab1

REY TA_31small-e-M13F.ab1

SWEET10-GFP repair product extraction 2

Fl TA_31small-e-M13R.ab1

REY TA_31small-e-M13F.ab1

1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600 1,610 1,620

SWEET10-GFP repair product extraction 2

1,448 1,458 1,468 1,478 1,488 1,498 1,508 1,518 1,528 1,538 1,548 1,558
ACTTATGGTGTTCAATGETTTTCAAGATACCCAGATCATATGAAGEGGEACGACTTETTCAAGAGEGECATGECTGAGGGATACGTGEAGGAGAGGACCATETCTTTCAAGGACGACGGGAACTA

Fl: TA_ 31small-e-M13R.ab1

FEYTA_31small-e-M13F.ab1

1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700 1,710 1,720 1,730 1,740 1,750

SWEET10-GFP repair product extraction 2

1,568 1,578 1,588 1,598 1,608 1,618 1,628 1,638 1,648 1,658 1,668 1,678 1,688
CAAGACACGTGETGAAGTCAAGTTTGAGGGAGACACCETCGTCAACAGGATCGAGETTAAGGGAATCGATTTCAAGGAGGAEGGAAACATCCTEGGCCACAAGTTGGAATACAACTACAACTCCC

Fil TA_31small-e-M13R.ab1

FEY TA_31small-e-M13F .ab1

SWEET10-GFP repair product extraction 2

FIl: TA_31small-e-M13R.ab1

FEYTA_31small-e-M13F.ab1

1,880 1,890 1,900 1,910 1,920 1,930 1,940 1,950 1,960 1,970 1,980 1,990 2,000

SWEET10-GFP repair product extraction 2

1,818 1,828 1,838 1,848 1,858 1,868 1,878 1,888 1,898 1,908 1,918 1,928 1,938
GATGGCCCTGTCCTTTTACCAGACAACCATTACCTGTCCACACAATCTGCCCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACA

Fl TA_31small-e-M13R.ab1

REY TA_31small-e-M13F.ab1

2,010 2,020 2,030 2,040 2,050 2,060 2,070 2,080 2,090 2,100 2,110 2,123

SWEET10-GFP repair product extraction 2

1,948 1,958 1,968 1,978 1,988 1,998 2,012
TGGCATGGATGAACTATACAAACATGATGAGCTTTGATAACATTAACATTACCATTAACGTGTTCTTGGTTATG

10. SWEET10aPro-R

Fl TA_31small-e-M13R.ab1

FEY TA_31small-e-M13F.ab1

|

————————————————————————————————————— TAACATTAACATTACCATTAACGTGTTCTTGGT TATGEAGGGEGAANN




1 10 20 30 40 50 60 70 80 90 100 110 120

SWEET10-GFP repair product extraction

613 9,622 9,632 9,642 9,652 9,662 9,672 9,682 9,692 9,702 9,712 9,722 9,732
CTTACTGTGTACETTATETATGECACAAAGAAGGATAGGGTATGTATETCAAGAACACTACTTEEETGATTTAAAGAACTTTGTEAGAGTGGGATATGTTEAATTEATACAGAAGEAATCTTTGT

M
200. 10a_qPCR-F

FIC 12_200_1.ab1

REV12_172_2.ab1 extraction

TGATTTAAAGAACTTTGTCAGAGTGGGATATGTTCAATTCATACAGAAGCAATCTTTGT

130 140 150 160 170 180 190 200 210 220 230 240 250

SWEET10-GFP repair product extraction

9,742 9,752 9,762 9,772 9,782 9,792 9,802 9,812 9,822 9,832 9,842 9,852 9,862
TTCAGATGTTCACTACAAAACTCATCCTCTTCTTCAATATTTTTGGTTTCGGAATGATCGCTATCTTAACTCTTTTCCTTACACATGGCCGCAAACGCGTTGATGTTCTTGGATGGATTTGCATG

Fue 12_200_1.ab1

REW12_172_2.ab1 extraction

e ot [

TTCAGATGTTCACTACAAAACTCATCCTCTTCTTCAATATTTTTGGTTTCGGAATGATCGCTATCTTAACTCTTTTCCTTACACATGGCCGCAAACGCGTTGATGTTCTTGGATGGATTTGCATG

260 270 280 290 300 310 320 330 340 350 360 370

SWEET10-GFP repair product extraction

9,872 9,882 9,892 9,902 9,912 9,922 9,932 9,942 9,952 9,962 9,972 9,982
ATETTTGETTTATGEGTGTTTGITGEEEECAT G GGTATEATGGTGAGAATGEGAGTEGEAAATTTEAACACTT GETTETTTETGIETETGACAG I T T T T TEEETATAATTATATTGATTEAT

Fue 12_200_1.ab1

REV12_172_2.ab1 extraction

— A ft n 4 A I T Il — e

ATCTTTGCTTTATGCGTGTTTGTTGCCCCCATGGGTATCATGGTGAGAATGCGAGTCGCAAATTTCAACACTTGCTTCTTTCTGTCTCTGACAGTTTTTTTTTCCCTATAATTATATTGATTCAT

380 390 400 410 420 430 440 450 460 470 480 490 500

SWEET10-GFP repair product extraction

9,992 10,002 10,012 10,022 10,032 10,042 10,052 10,062 10,072 10,082 10,092 10,102 10,112

FUB 12_200_1.ab1

REV12_172_2.ab1 extraction

TTTTGTTTTCTCTCTTCTTTACTCTATTTTCCAGAGAAAAGTGATAAAAACGAAGAGTGTCGAGTTCATGCCATTTTCTTTATCATTCTTCCTCACCTTGACTGCGGTGATGTGGTTCTTCTATG
— \

My j Dol
A A MY /

TTTTGTTTTCTCTCTTCTTTACTCTATTTTCCAGAGAAAAGTGATAAAAACGAAGAGTGTCGAGTTCATGCCATTTTCTTTATCATTCTTCCTCACCTTGACTGCGGTGATGTGGTTCTTCTATG

——r —i_r

510 520 530 540 550 560 570 580 590 600 610 620

SWEET10-GFP repair product extraction

10,122 10,132 10,142 10,152 10,162 10,172 10,182 10,192 10,202 10,212 10,222 10,232
GTTTTCTAAAGAAAGACCTTTATGTTGCCGTAAGTTAACTATCACGCATGCATCATTATCACGTACATCTTTCTTTACATTCCACCAACTTTATCTTTCCCATTAATCATCAACCCAGCAACTAT

FIC 12_200_1.ab1

REV12_172_2.ab1 extraction

— o o o\ - r i

GTTTTCTAAAGAAAGACCTTTATGTTGCCGTAAGTTAACTATCACGCATGCATCATTATCACGTACATCTTTCTTTACATTCCACCAACTTTATCTTTCCCATTAATCATCAACCCANCAACTAT

T

ATCTTTCCCATTAATCATCAACCCAGCAACTAT
=

630 640 650 660 670 680 690 700 710 720 730 740 750

SWEET10-GFP repair product extraction

10,242 10,252 10,262 10,272 10,282 10,292 10,302 10,312 10,322 10,332 10,342 10,352 10,362
TTCTTATTCCCTTTTGATTAACTTCCACTTACAATTTCCTTTTTCTTGTCATGAACAGATTCCAAACACATTGGGCTTTCTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAACC

Fue 12_200_1.ab1

FEV12_172_2.ab1 extraction

TTCTTATTCCCTTTTGATTAACTTCCACTTACAATTTCCTTTTTCTTGTCATGAACAGATTCCAAACACATTGGGCTTTCTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAACC

L L

AAAAAAAAA‘AAAAAAAALA‘A‘AA“AA‘A““A“A“‘A‘AAl““““““““““‘ ‘AA‘AA““A“‘AA““‘A“““““““““““ A“ “‘ ‘

TTCTTATTCCCTTTTGATTAACTTCCACTTACAATTTCCTTTTTCTTGTCATGAACAGATTCCAAACACATTGGGCTTTCTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAACC

760 770 780 790 800 810 820 830 840 850 860 870
10,372 10,382 10,392 10,402 10,412 10,422 10,432 10,442 10,452 10,462 10,472 10,482
SWEET10-GFP repair product extraction CCAAGAAATTACCETGTAGAGG GEGAATTGTEEGAGEACATEGTEGACGTTGEAAAGETGAGT GEAACCETET GTTCEGAGATAACCACAGTAGT GGTTCCACAGECEATAGAT

Fue 12_200_1.ab1

FEV12_172_2.ab1 extraction
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CCAAGAAATTACCTGTAGAGGATCCTAAACTTCGCGAATTGTCCGAGCACATCGTCGACGTTGCAAAGCTGAGTGCAACCCTCTGTTCCGAGATAACCACAGTAGTGGTTCCACAGCCCATAGAC

—
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CCAAGAAATTACCTGTAGAGGATCCTAAACTTCGCGAATTGTCCGAGCACATCGTCGACGTTGCAAAGCTGAGTGCAACCCTCTGTTCCGAGATAACCACAGTAGTGGTTCCACAGCCCATAGAC

880 890 900 910 920 930 940 950 960 970 980 990 1,000

SWEET10-GFP repair product extraction

10,492 10,502 10,512 10,522 10,532 10,542 10,552 10,562 10,572 10,582 10,592 10,602 10,612
AATGGAAATGATGTTGAAGGTEAAAAAATTAAGGAAGAAAACGAGEAGGACATTGGNGTCCCTGECAGACAAAGTTAAG

FUB 12_200_1.ab1

REV12_172_2.ab1 extraction

A L e J A A £\
AATGGAAATGATGTTGAAGGTCAAAAAATTAAGGAAGAAAACGAGCAGGACATTGGTGTCCCTGCAGACAAAGTTAAGACTAATCTTTTTCTCTTT

1,010 1,020 1,030 1,040 1,050 1,060 1,070 1,079

SWEET10-GFP repair product extraction

10,622 10,632 10,642 10,651
CTCGGCCGAATTCAGTAAAGGAGAAGAACTTTTCACTGG

*
172. GFP-R2

FIC 12_200_1.ab1

REV12_172_2.ab1 extraction




10 20 30 40 50 60 70 80 90 100 110 120

SWEET10-GFP repair product extraction

613 9,622 9,632 9,642 9,652 9,662 9,672 9,681 9,690 9,700 9,710 9,720 9,730
CTTAGTGTGTAGETTATETATGECACAAAGAAGGATAGGGTATGTATETCAAGAACAGTACTT - GEETGATTT - AAAGAAGTTTGTEAGAGTGGGATATGTTEAATTEATACAGAAGEAATETTT

i;illlllllll“iﬂllllllllll;‘.x
200. 10a_qPCR-F

FIb 42_200_3.ab1

REV42_172_4.ab1 extraction

AAAGAACTTTGTCAGAGTGGGATATGTTCAATTCATACAGAAGCAATCTTT

130 140 150 160 170 180 190 200 210 220 230 240 250

SWEET10-GFP repair product extraction

9,740 9,750 9,760 9,770 9,780 9,790 9,800 9,810 9,820 9,830 9,840 9,850 9,860
GTTTCAGATGTTCACTACAAAACTCATCCTCTTCTTCAATATTTTTGGTTTCGGAATGATCGCTATCTTAACTCTTTTCCTTACACATGGCCGCAAACGCGTTGATGTTCTTGGATGGATTTGCA

FIb 42_200_3.ab1

REV42_172_4.ab1 extraction

GTTTCAGATGTTCACTACAAAACTCATCCTCTTCTTCAATATTTTTGGTTTCGGAATGATCGCTATCTTAACTCTTTTCCTTACACATGGCCGCAAACGCGTTGATGTTCTTGGATGGATTTGCA

260 270 280 290 300 310 320 330 340 350 360 370

SWEET10-GFP repair product extraction

9,870 9,880 9,890 9,900 9,910 9,920 9,930 9,940 9,950 9,960 9,970 9,980
TGATETTTGETTTATGEGT GITTGTTGEECEEATG G GTATEATGGTGAGAATGEGAGTEGEAAATTTEAACACTT GETTETTTET G TETCTGACAGTT T TECETATAATTATATT GATTE

FI 42_200_3.ab1

REV42_172_4.ab1 extraction

4 1 n

TGATCTTTGCTTTATGCGTGTTTGTTGCCCCCATGGGTATCATGGTGAGAATGCGAGTCGCAAATTTCAACACTTGCTTCTTTCTGTCTCTGACAGTTTTTTTTTCCCTATAATTATATTGATTC

380 390 400 410 420 430 440 450 460 470 480 490 500

SWEET10-GFP repair product extraction

9,990 10,000 10,010 10,020 10,030 10,040 10,050 10,060 10,070 10,080 10,090 10,100 10,110
ATTTTTGTTTTCTCTCTTCTTTACTCTATTTTCCAGAGAAAAGTGATAAAAACGAAGAGTGTCGAGTTCATGCCATTTTCTTTATCATTCTTCCTCACCTTGACTGCGGTGATGTGGTTCTTCTA

FIb 42_200_3.ab1

REV 42 _172_4.ab1 extraction

0 A
ATTTTTGTTTTCTCTCTTCTTTACTCTATTTTCCAGAGAAAAGTGATAAAAACGAAGAGTGTCGAGTTCATGCCATTTTCTTTATCATTCTTCCTCACCTTGACTGCGGTGATGTGGTTCTTCTA

510 520 530 540 550 560 570 580 590 600 610 620

SWEET10-GFP repair product extraction

10,120 10,130 10,140 10,150 10,160 10,170 10,180 10,190 10,200 10,210 10,220 10,230
TGGTTTTCTAAAGAAAGACCTTTATGTTGCCGTAAGTTAACTATCACGCATGCATCATTATCACG GCAACT

FIb 42_200_3.ab1

FEVA42_172_4.ab1 extraction
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TGGTTTTCTAAAGAAAGACCTTTATGTTGCCGTAAGTTAACTATCACGCATGCATCATTATCACGTACATCTTTCTTTACATTCCACCAACTTTATCTTTCCCATTAATCATCAACCCAGCAACT

—ir

TTACATTCCACCAACTTTATCTTTCCCATTAATCATCAACCCAGCAACT

SWEET10-GFP repair product extraction

=
630 640 650 660 670 680 690 7Q0 710 720 730 740 750
10,240 10,250 10,260 10,270 10,280 10,290 10,300 10,310 10,320 10,330 10,340 10,350 10,360

G

GTCATGAACAG

GGGETTTETTTTTGGGATTGTECAGATGGTG

GAAA

FID 42_200_3.ab1

FEV42_172_4.ab1 extraction

L e e e e e e e

ATTTCTTATTCCCTTTTGATTAACTTCCACTTACAATTTCCTTTTTCTTGTCATGAACAGATTCCAAACACATTGGGCTTTCTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAA

o

ATTTCTTATTCCCTTTTGATTAACTTCCACTTACAATTTCCTTTTTCTTGTCATGAACAGATTCCAAACACATTGGGCTTTCTTTTTGGGATTGTCCAGATGGTGCTTTATTTAATCTACAGAAA

760 770 780 790 800 810 820 830 840 850 860 870

SWEET10-GFP repair product extraction

10,370 10,380 10,390 10,400 10,410 10,420 10,430 10,440 10,450 10,460 10,470 10,480
CCCCAAGAAATTACCTGTAGAGGATCCTAAACTTCGCGAATTGTCCGAGCACATCGTCGACGTTGCAAAGCTGAGTGCAACCCTCTGTTCCGAGATAACCACAGTAGTGGTTCCACAGCCCATAG

FIb 42_200_3.ab1

FEV42_172_4.ab1 extraction
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CCCCAAGAAATTACCTGTAGAGGATCCTAAACTTCGCGAATTGTCCGAGCACATCGTCGACGTTGCAAAGCTGAGTGCAACCCTCTGTTCCGAGATAACCACAGTAGTGGTTCCACAGCCCATAG
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CCCCAAGAAATTACCTGTAGAGGATCCTAAACTTCGCGAATTGTCCGAGCACATCGTCGACGTTGCAAAGCTGAGTGCAACCCTCTGTTCCGAGATAACCACAGTAGTGGTTCCACAGCCCATAG

880 890 900 910 920 930 940 950 960 970 980 990 1,000
10,490 10,500 10,510 10,520 10,530 10,540 10,550 10,560 10,570 10,580 10,590 10,600 10,610
SWEET10-GFP repair product extraction ACAATGGAAATGATGTTGAAGG GGAAGAAAACGGAGEAGGACATTGGTGTCCCTGEAGACAAAGTTAAG

Fub 42_200_3.ab1

REV42_172_4.ab1 extraction

I MMl e

ACAATGGAAATGATGTTGAAGGTCAAAAAATTAAGGAAGAAAACGAGCAGGACATTGGTGTCCCTGCAGACAAAGTTAAGACTAATCTTTTTCTCTTTCTCATCTTTTCACTTCTCCAATCATTA

| N W A s

ACAATGGAAATGATGTTGAAGGTCAAAAAATTAAGGAAGAAAACGAGCAGGACATTGGTGTCCCTGCAGACAAAGTTAAGACTAATCT

1,010 1,020 1,030 1,040 1,050 1,060 1,070 1,080 1,090 1,094

SWEET10-GFP repair product extraction

10,620 10,630 10,640 10,651
TCCTEGGECGAATTCAGTAAAGGAGAAGAACTTTTCACTGG

172. GFP-R2

FIb 42_200_3.ab1

REVA42_172_4.ab1 extraction

TCCTCGGCCGAATTCAGTAAAGGAGAAGAACTTTTCACTGG




Figure S2. Sanger sequencing of successful knock-in lines. (Supports Figure 2)

Sanger sequencing of successful knock-in lines 31 (the focus of this manuscript), 12
and 42. Shown: raw sequencing data aligned to cultivar TME 419 (WT) reference
sequence expected following scarless integration of GFP. The data are wrapped in
multiple rows within a single page per sequencing product to aid in viewing. Page 1:
sequencing data (base call and quality graphs) for line 31 from the upper (larger) band
shown in the gel in Figure 2D (primers 171 and 10, Table S1). Page 2: data from the
lower (smaller) band. Heterozygous SNPs are highlighted with colored backgrounds.
These PCR products were sequenced using clone-seq with standard M13 sequencing
primers. The products that were sequenced for lines 12 (page 3) and 42 (page 4) were
generated using primers 171 and 164 (Table S1). Sequencing of these lines was
performed directly on the PCR product using primers 200 and 172 (Table S1). Each
page shows the sequencing data aligned to the expected product of HDR (highlighted in
yellow). The LHA, GFP, and RHA sequence of the repair template are labeled in grey.
Consensus sequence is given above the yellow-highlighted reference and sequencing
data below. The names of the sequencing runs, which include the line number and
either “large” or “small” for the bands sequenced from line 31 or the primer number used
for lines 12 and 42, are to the left. Trimmed areas of poor sequence quality are
indicated with a pink bar. Relevant primer sequences are shown in green. Analysis was

performed using the algorithm built in to Geneious® version 9.1.8.
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