
  

Figure S2. Enriched GO terms identified from genes with differential gene 
transcription between stream and tank environments for A) non-transgenic and 
B) transgenic coho salmon.  GO terms complexity was reduced using Revigo 
software.  Larger circles have lower p-values and the colour reflects semantic space.  
The x and y-axes are coordinates from multidimensional scaling of GO term semantic 
similarities into two dimensions.
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