
Supplemental Figure S3: Comparison of SNP markers positions from a high-density linkage map (Lewter et al., 2019) and their 

mapped locations on the reconstructed chromosomes of Trayshed Hap2.

Flanking sequences of 500 bp of each side of the SNPs were extracted from the PN40024 V0 genome and mapped on the 

reconstructed chromosomes of Trayshed using BLAT.
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