
Figure S3. WormCat analysis of genes with significant changes in regulation upon exposure to E. 
faecalis from previous studies. (A) L4 animals were exposed to E. faecalis OG1RF and gene 
expression compared to those on E. coli OP50 (Engelmann et al. 2011). (B) L4 animals were exposed to 
E. faecalis OG1RF and gene expression compared to those on E. coli OP50 (Liu et al. 2019). (C) Adult 
animals were exposed to E. faecalis MMH594 and compared to heat killed E. coli OP50 (Yuen and 
Ausubel 2018). Category 2 enrichment annotations are shown for genes that had a |log2FC| >= 1 and a Q
< 0.05. The size of the dot represents the number of genes associated with a category. The color 
represents the strength of the enrichment significance with green indicating a Q < 0.01 and red indicating 
a Q < 0.001. 
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