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	WL chicken population
	BL chicken population
	BRA chicken population
	BRB chicken population
	RJF chicken population

	Chromosome
	Size (Mb)
	Number of ROH
	Mean ROH length(Mb) per individual
	Percent of coverage per autosome
	Number of ROH
	Mean ROH length(Mb) per individual
	Percent of coverage per autosome
	Number of ROH
	Mean ROH length(Mb) per individual
	Percent of coverage per autosome
	Number of ROH
	Mean ROH length(Mb) per individual
	Percent of coverage per autosome
	Number of ROH
	Mean ROH length(Mb) per individual
	Percent of coverage per autosome

	GGA1
	196.2
	2742
	85.59
	43.62
	1678
	84.62
	43.13
	777
	36.60
	18.65
	917
	41.39
	21.09
	503
	28.17
	14.36

	GGA2
	149.56
	2151
	73.18
	48.93
	1194
	74.19
	49.60
	609
	32.57
	21.77
	649
	39.25
	26.25
	330
	21.80
	14.58

	GGA3
	111.3
	1528
	55.33
	49.71
	831
	52.43
	47.11
	345
	19.37
	17.40
	418
	22.53
	20.24
	263
	16.75
	15.05

	GGA4
	91.28
	1200
	40.99
	44.90
	688
	43.08
	47.19
	305
	19.08
	20.90
	350
	16.92
	18.53
	170
	14.95
	16.38

	GGA5
	59.82
	821
	30.05
	50.22
	456
	23.09
	38.59
	210
	13.72
	22.93
	257
	15.18
	25.37
	141
	11.30
	18.89

	GGA6
	35.47
	477
	15.48
	43.66
	322
	14.77
	41.64
	134
	6.91
	19.48
	143
	6.33
	17.84
	77
	4.56
	12.85

	GGA7
	36.95
	463
	16.20
	43.85
	306
	15.70
	42.50
	114
	6.36
	17.22
	159
	7.93
	21.47
	92
	6.36
	17.20

	GGA8
	29.96
	418
	15.89
	53.04
	231
	12.51
	41.75
	131
	8.89
	29.68
	150
	7.70
	25.68
	74
	5.08
	16.95

	GGA9
	24.09
	388
	12.44
	51.62
	199
	10.57
	43.89
	78
	3.37
	13.98
	123
	5.64
	23.41
	44
	3.47
	14.39

	GGA10
	20.43
	251
	9.62
	47.08
	201
	8.71
	42.60
	56
	2.98
	14.59
	77
	3.35
	16.40
	25
	1.87
	9.14

	GGA11
	20.22
	299
	11.77
	58.21
	168
	8.11
	40.10
	73
	4.02
	19.91
	77
	3.61
	17.83
	46
	2.18
	10.77

	GGA12
	19.95
	257
	9.72
	48.72
	175
	8.58
	43.00
	70
	3.09
	15.48
	58
	3.19
	15.97
	22
	1.56
	7.84

	GGA13
	18.41
	238
	8.26
	44.89
	183
	8.81
	47.88
	64
	3.26
	17.71
	82
	3.93
	21.33
	44
	2.31
	12.57

	GGA14
	15.59
	219
	7.39
	47.41
	148
	6.34
	40.67
	55
	2.51
	16.07
	74
	3.30
	21.18
	48
	2.79
	17.88

	GGA15
	12.76
	168
	6.53
	51.16
	109
	4.46
	34.91
	38
	1.85
	14.49
	50
	2.10
	16.42
	26
	1.64
	12.82

	GGA17
	10.96
	122
	4.11
	37.55
	94
	3.64
	0.00
	28
	1.18
	10.81
	36
	1.57
	14.31
	20
	1.50
	13.73

	GGA18
	11.05
	136
	4.37
	39.50
	116
	3.87
	33.25
	48
	2.16
	19.50
	74
	2.41
	21.77
	11
	0.61
	5.48

	GGA19
	9.98
	125
	4.27
	42.80
	102
	3.37
	35.04
	20
	0.90
	9.05
	41
	1.65
	16.50
	12
	1.10
	11.05

	GGA20
	14.11
	244
	6.97
	49.39
	119
	5.42
	33.74
	42
	1.76
	12.44
	58
	2.54
	17.97
	34
	1.72
	12.20

	GGA21
	6.86
	98
	2.48
	36.08
	105
	3.44
	38.43
	22
	0.77
	11.22
	21
	0.78
	11.41
	13
	0.65
	9.49

	GGA22
	4.73
	78
	2.27
	47.97
	57
	1.75
	50.12
	21
	0.87
	18.32
	12
	0.54
	11.35
	9
	0.36
	7.60

	GGA23
	5.79
	68
	1.59
	27.55
	73
	2.24
	37.01
	17
	0.70
	12.01
	33
	0.99
	17.04
	17
	0.82
	14.22

	GGA24
	6.28
	103
	2.68
	42.68
	65
	1.71
	38.66
	28
	0.95
	15.17
	28
	0.99
	15.77
	16
	0.81
	12.93

	GGA25
	2.91
	27
	0.54
	18.69
	33
	0.64
	27.16
	13
	0.40
	13.90
	9
	0.26
	9.09
	13
	0.30
	10.42

	GGA26
	5.31
	89
	2.17
	40.89
	55
	1.20
	21.95
	20
	0.72
	13.61
	26
	0.69
	12.96
	18
	0.70
	13.23

	GGA27
	5.66
	57
	1.28
	22.62
	89
	2.25
	22.64
	19
	0.53
	9.38
	20
	0.51
	9.05
	16
	0.74
	13.15

	GGA28
	4.97
	40
	0.90
	18.16
	75
	2.06
	39.76
	25
	0.80
	16.14
	27
	0.92
	18.46
	16
	0.52
	10.36



