“Greenish” Fluorescent Protein (g_FP it includes EGFP, EYFP and ECFP)

There are 19 independent probes that span 492bp of the green fluorescent protein construct. These probes are ZZECFP0007, ZZECFP0009, ZZECFPOO010,
ZZECFP0011, ZZECFP0012, ZZECFPO013. ZZECFP0014, ZZECFP0015, ZZECFP0016, ZZECFP0017, ZZegfp0020, ZZegfp0015, ZZegfp0019, ZZegfp0018,
ZZegfp0016, ZZegfp0026, ZZEYFPO013, ZZEYFP0O14 and ZZEYFPOO17. The DNA sequence includes the GFP ORF.

Markers

Egfp0026 fTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCI
Egfp0018-! GCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCI

GCCCTGGCCCACCCTCGTGACCACCCTGAC

ATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGE
IGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCT -e

IACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTG -egfp001

ECFP0017- GAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGI

CTACGGCG G AGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAG
IGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCA*

IGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGG*7 fp001

ECFP0007-! GCTGGAGTACAACTACATCAGCCACAACGTCTATATCACCGCCGACAAGCI
ECFP0011- CAAGCAGAAGAACGGCATCAAGGCCAACTTCAAGATCCGCCACAACATCGI

ECFP0012- GAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGI ECFP0013 —ACTACATCAGCCACAACGTCTATATCACCGCCGACAAGCAGAAGAACGGCI
ACCCGCGCCGAGGTGA CC A fe A A

"AGGACGGCAGCGT

IGGTGAACCGCATCGAGCT’A GGCATCGACTTCAA ACGGCAACA
HccacTreaa ACGGCAACATCCTGGGECACAAGCTGGAGTACAACT ~ECEE
FCCTGGEGECACARGCTGGAGTACAACTACATCAGCCACAACGTCTATATCA-ECFE00C
[GGAGTACAACTACATCAGCCACAACGTCTATATCACCGCCGACAAGCAGA-ECFE001
JCTATATCACCGCCGACAAGCAGAAGAACGGCATCAAGGCCAACTTCAAGA-ECFR001L

EYFP0013-! TGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACI

EYFP0014 fGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGI

ICCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAG

GCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGT
IGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAG E

DNA sequence

ATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGAC

CTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACT CAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAG
ACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTG GGCATCGACTT! GGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGT

GCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCARAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAG

Protein

MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLTYGVQCFSRY PDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNI LGHKLEYNYNSHNVY IMADKQKNGIKVNFKIRHNIEDGSVQLADHYQONTPIGDGPVLLPDNHYLSTQSALSKDPNEKRDHMVLLEFVTAAGITLGMDELYK



SV40 large T antigen (SV40)

There are 18 independent probes that span 374bp of two regions of the SV40 large T antigen construct. These probes are ZZSV400001, ZZSV400002, ZZSV400003,
ZZSV400004, ZZSV400005, ZZSV400006, ZZSV400007, ZZSV400008, ZZSV400009, ZZSV400010, ZZSV400011, ZZSV400012, ZZSV400014, ZZSV400015,
ZZ5V400016, ZZSV400017, ZZSV400018 and ZZSV400019. The DNA sequence includes the large T antigen ORF.

Markers

SV400004-! TCCAGAAGAAGCAGAGGAAACTAAACAAGTGTCCTGGAAGCTTGTAACAGI
SV400003 fAGAAGAAGCAGAGGAAACTAAACAAGTGTCCTGGAAGCTTGTAACAGAGTI
5V400002-ACAAGTGTCCTGGAAGCTTGTAAC. \:\,AATGGAAACAAAATGTGI
0001 -A CAATGGAAACAAAA'

TGTTGTTATTGCTTG

BAGAGATCCATTTTCTGTTATTGAGGAAAGTTTGCCAGGTGGGTTARAGGA -S40
ICCATTTTCTGTTATTGAGGAAAGTTTGCCAGGTGGGTTAAAGGAGCATGA* 1000
BGGGTTAAAGGAGCATGATTTTAATCCAGAAGAAGCAGAGGAAACTAAACA-S
HBGATTTTAATCCAGAAGAAGCAGAGGAAACTARACAAGTGTCCTGGAAGCT-SV40
lAAACAAGTGTcc'rGGAAGCT'rGTAACAGAGTATGCAATGGAAACAAAATG—

SV400014 fCAGTGATGATGATGATGAAGACAGCCAGGAAAATGCTGATAAAAATGAAGI

SV400012-GAAAATGCTGATAAAAATGAAGATGGT AGAACATGGAAGA ’FCI
SV400011-TGCTGATAAAAATGAAGATGGT AGAACATGGAAGA TCAGGGCI

SV40010-AAAAATGAAGATGGT AGAACATGGAAGA TCAGGGCATGAAACI

GGTACAGACC

ICAAAGTATTCAGAGCAGAATTGTGGAGTGGAAAGAGAGATTGGACAAAGA* 4
IGGAAAGAGAGATTGGACAAAGAGTTTAGTTTGTCAGTGTATCAAAAAATG* 40
ICAGTGTATCAAAAAATGAAGTTTAATGTGGCTATGGGAATTGGAGTTTTA* V4000
IGTGGCTATGGGAATTGGAGTTTTAGATTGGCTAAGAAACAGTGATGATGA* 40001

DNA sequence

TAGAGATCCATTT

Protein

LTRDPFSVIEESLPGGLKEHDFNPEEAEETKQVSWKLVTEYAMe tETKCDDVLLLL

YRPVAEFAQSIQSRIVEWKERLDKEFSLSVYQKMKFNVAMGIGVLDWLRNSDDDDEDSQENADKNEDGGEKNMEDSGHET



Cre recombinase

There are 15 probes (12 independent and 3 replicates) that span 317bp of the Cre recombinase construct. These probes are ZZcreERT06, ZZcreERT10, ZZcreERTOS,
ZZcreERT09, ZZcre00006, ZZcre00003, ZZcreERTO03, ZZcreERTO8, ZZcre00010, ZZcre00002, ZZcre00004, ZZcre00011, ZZcre00005, ZZcre00008 and ZZcre00001.
The DNA sequence translates to the recombinase ORF. One probe (cre00010) needs additional checking.

Markers

creERT08-CATTACCGGTCGATGCAAC! TCGCAAGAACC
creERT03-CATTACCGGTCGATGCAAC! TCGCAAGAACC
C

ATGTCCAATTTACTGACCGTACACCARAATTTGCCTG c 'CCGTTTGCCGGTC

[GATGAGGTTCGCAAGAACCTGATGGACATGTTCAGGGATCGCCAGGCGTT-crekERT
GATGAGGTTCGCAAGAACCTGATGGACATGTTCAGGGATCGCCAGGCGTT-creERT1

IGTTCAGGGATCGCCAGGCGTTTTCTGAGCATACCTGGAAAATGCTTCTGT -

IGTTCAGGGATCGCCAGGCGTTTTCTGAGCATACCTGGAAAATGCTTCTGT —

Cre00003-CAAGTTGAATAACCGGAAATGGTTTCCCGCAGAACCTGAAGATGTTCGCG)
Cre00002 fCCTGAAGATGTTCGCGATTATCTTCTATATCTTCAGGCGCGCGGTCTGGCI
Cre00001-TCTTCTATATCTTCAGGCGCGCGGTCTGGCAGTAAAAACTATCCAGCAA(
Cre00008 fTCTGGCAGTAAAAACTATCCAGCAACATTTGGGCCAGCTAAACATGCTTCI

TCGGT
IAACCGGAAATGGTTTCCCGCAGAACCTGAAGATGTTCGCGATTATCTTCTf e0000 IGGCAGTAAAAACTATCCAGCAACATTTGGGCCAGCTAAACATGCTTCATCf re0C
IGTTCGCGATTATCTTCTATATCTTCAGGCGCGCGGTCTGGCAGTAAAAAC* re

GTGGGCGGCATGGTG

CCGGGC CZ AAACAGGCTCTAGCGTTCGAACGCACTGATTTCGACCAGGTTCGTTCACTCATGGAAAATAGC
lGCCACGACCAAGTGACAGCAATGCTGTTTCACTGGTTATGCGGCGGATCC -

HecrrarececceearcljeanancaraacerTcaTccCGGTCARNCHMENE- < r<00010

DNA Sequence

ATGTCCAATTTACTGACCGT. '"TCGCAAGAACCTGATGGACATGTTCAGGGATCGCCAGGCGTTTTCTGAGCATACCTGGAAAATGCTTCTGTCCGTTTGCCGGTC
GTGGGCGGCATGGTGCAAG! TCCCGCAGAACCTGAAGATGTTCGCGATTATCTTCTATATCTTCAGGCGCGCGGTCTGGCAGTAAAAACTATCCAGCAACA' GGGCCAGCTAAACATGCTTCATCGTCGGT
CCGGGCTGCCACGACCAAGTGACAGCAATGCTGTTTCACTGGTTATGCGGCGGATCCGAARAGARAACGTTGATGCCGGTGAACGTGCAAAACAGGCTCTAGCGTTCGAACGCACTGATTTCGACCAGGTTCGTTCACTCATGGAAAATAGC

Protein

MSNLLTVHQNLPALPVDATSDEVRKNLMDMFRDRQAFSEHTWKMLLSVCRSWAAWCKLNNRKWFPAEPEDVRDYLLYLQARGLAVKTIQQHLGQLNMLHRRSGLPRPSDSNAVSLVMRRIRKENVDAGERAKQALAFERTDFDQVRSLMENS

5'3' Frame 1

Met SNLLTVHQNLPALPVDATSDEVRKNLMetDMetFRDRQAFSEHTWKMetLLSVCRSWAAW
CKLNNRKWFPAEPEDVRDYLLYLQARGLAVKTIQQHLGQLNMetLHRRSGLPRPSDSNAVSL
VMetRRIRKENVDAGDSN




Tetracycline repressor protein (tTA)

There are 14 independent probes that span 340bp of tetracycline repressor protein TetR construct. These probes are ZZtTA00001, ZZtTA00002, ZZtTA00003,
ZZtTA00005, ZZtTA00008, ZZtTAO0009, ZZtTA00010, ZZtTAO0011, ZZtTA00012, ZZtTA00013, ZZtTA00014, ZZtTA00015, ZZtTAO0016 and ZZtTAO0017. The DNA
sequence includes ORF TetR.

Markers

tTA00003-GCTGCTTAATGAGGTCGGAATCGA. T ACAACCCGTAAACTCGCCCI
tTA00002-GGTTTAACAACCCGTAAACTCGCCCAGAAGC! ; AGCCTA
tTA00001-CCGTAAACTCGCCCAGAAGC! AGCCTACACTGTATTGGCI

ACA? AACT

ATGTCTAGATTAGATAAARAGTARAGTGATTAACAGCGCATTAGAG

GGCACCATACTCACTTTTGCCCTTTA
IGTAAAAAATAAGCGGGCTTTGCTCGACGCCTTAGCCATTGAGATGTTAGA* TA0000

IAAAAAATAAGCGGGCTTTGCTCGACGCCTTAGCCATTGAGATGTTAGATA* TAOO
ICGAAGGTTTAACAACCCGTAAACTCGCCCAGAAGCTAGGTGTAGAGCAGCf T?

GARGGGGAAAGCTGGCAAGATTTTTTACGTAATAACGCTARAAGTTTTAGATGTGCTTTACTAAGTCATCGCGATGGAGCARAAGTACATTTAGGTACACGGCCTACAGARARACAGTATGARACTCTCGAAAATCAATTAGCCTTTTTATGCCAACRAGG

tTA00013 fAACGCGTTATATGCACTCAGCGCTGTGGGGCATTTTACTTTAGGTTGCGTI
tTA00012 fCAGCGCTGTGGGGCATTTTACTTTAGGTTGCGTATTGGAAGATCAAGAGCI
tTA00011 fTGGAAGATCAAGAGCATCAAGTCGCTAAAGAAGAAAGGGAAACACCTACTI
T AAGAGC. GAA( GG CACH

GCGGATTAGAARRACAAC

BarTceancaTca CATCAAGTCGCTAAAGAAGAAAGGGAAACACCT! 001
IACTACTGATAGTATGCCGCCATTATTACGACAAGCTATCGAATTATTTGA* TA0001
IATCGAATTATTTGATCACCAAGGTGCAGAGCCAGCCTTCTTATTCGGCCTf TA0001
ICACCAAGGTGCAGAGCCAGCCTTCTTATTCGGCCTTGAATTGATCATATG* TA0001

CGGATTAGAARAACAAC

Protein

Met SRLDKSKVINSALELLNEVGIEGLTTRKLAQKLGVEQPTLYWHVKNKRALLDALAIEMe t LDRHHTHFCPLEGESWQDFLRNNAKSFRCALLSHRDGAKVHLGTRPTEKQYETLENQLAFLCQQOGFSLENALYALSAVGHFTLGCVLEDQEHQVAKEERETPTTDSMe t PPLLROAIELFDHQGAEPAFLFGLELIICGLEKQ



Diptheria toxin (DTA)

There are 10 independent probes that span 183bp of the DTA construct. These probes are ZZDTA00001, ZZDTA00002, ZZDTA00003, ZZDTA00004, ZZDTA00005,
ZZDTAO00006, ZZDTAQ0007, ZZDTA00008, ZZDTAO0009 and ZZDTAO0010. The DNA sequence translates diphtheria toxin ORF. One probe (DTA00002) needs
additional checking.

Markers

DTA00001-TTGATTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCGTACCACGGGH
DTA00002 - NN XTI FXSACT T TTCTTCGTACCACGGGACTAAACCTGGTTATGTAGH
DTA00008-CTGGTTATGTAGATTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTH
DTA00007-TCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGARATTATGACGH
DTA00006-TGGTACACAAGGAAATTATGACGATGATTGGAAAGGGTTTTATAGTACCGH

TAC AAAT. "TGCGGGATACTCT

GTAT. AAAGCCAAAATCTGGTAC-DTA 1
IATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGATTGGAA* DT? 1

IGACGATGATTGGAAAGGGTTTTATAGTACCGACAATAAATACGACGCTGCf, T?

IGGTTATGTAGATTCCATT A

IGATGATGTTGTTGATTCTTCTAAATCTTTTGTGATGGAAAACTTTTCTTCf, T?
IAAATCTTTTGTGAT GAAAACTTTTCTTCGTACCACGG! TAAACCTGG-DTA 4
IGAT GAAAACTTTTCTTCGTACCACGG! TAAACCTGGTTATGTAGATT-DT/

DNA sequence

TGATGATGTTGTTGATTCTTCTAAATCTTTTGTGATGGARARACTTTTCTTCGTACCACGGGACTAAACCTGGTTATGTAGAT TCCATTCAAAAAGGTATACARAAGCCARRATCTGGTACACAAGGARAT TATGACGATGATTGGAAAGGGT TTTATAGTACCGACAATARATACGACGCTGCGGGATACTCT

Protein

DDVVDSSKSFVMENFSSYHGTKPGYVDSIQKGIQKPKSGTQGNYDDDWKGFYSTDNKYDAAGYS



Human CMV enhancer version b (hCMV-b)

There are 11 probes (7 independent and 4 replicates) that span 189 bp of the construct. These probes are .

Markers

€AG0000 cce /]
c 1
caG
cuv0000
Vo001, /|
acgac tacggtasactgeccacttygeagtacatcaag
cocgectggeattatgoccagtacatgaccttatgggact ttectact tggeagtacatotacgtattagteategetattacea
tatatggagtteegegttacataacttacqgtaaat tggetga aacqa ttgacgtcaataatgacgtatgttcceatagtaacgecaatagggactttocattgacgteaatgggtagagtatttacggtaaactgoccacttggcagtacatcoaag
tatcatatgocaagtacgeccoctatigacgtcaatgacggtasatggecegectqgeat tatgoecagtacatgacct tatgggact ttoctact tggeagtacatctacgtat tagtcategetat tacea

Protein

Not applicable



Luciferase and firefly luciferase (Luc)

There are 10 independent probes that span 424bp of the firefly luciferase construct. These probes are ZZfirluc01, ZZfirluc02, ZZfirluc04, ZZfirluc05, ZZfirluc06,
ZZfirluc07, ZZfirluc08, ZZfirluc09, ZZIuci0003 and ZZluciO007. The DNA sequence includes the luciferase ORF.

Markers

Luci0007 fGGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTCTATCCGCTGGI

Lucfir09-GCTATGA GCCCTGGTTCCTGGAACAATTGCTTTTACAGATG!
Luci0003- GCCCTGGTTCCTGGAACAATTGCTTT LACAGATGCACATATCGI
Lucfir08-! TGGTTCCTGGAACAATTGCTTTTACAGATGCACATATCGAGGTGGACATCI

AAGATGGAACCGCTGGAGAGCAACTGCATAAG ACTTACGCTGAGTACTTCGAAATGTCCGTTCGGTTGGCAGAAGCTATG

Firluc07-CGGTGT GCGTTATTTATCGGAGTTGCAGT u:l.k:l.\.l.k:l.&:AACGACI
Firlus06-, ACATTTATAATGAACGTGAATTGCTCAACAGTATGGGCATTTCGCAGCCTI
ACCGTGGTGTTCG!

TTCCAAARAGGGGTTGCAAAARATTTTGAACGTGCAA

AAACGATATGGGCTGAATACAAATCACAGAATCGTCGTATGCAGTGAARACTCTCTTCAATTCTTTATGCC

Firluc05-TGGATTCTAAAAC C. TTCAGTCH AF{‘TTCGTCI
AAARAGCTCCCAATCATCCARAARATTATTATCAT e

CATCTCATCTACCTCCCGGTTTTAATGAATACGATTTTGTGCCAGAGTCCTTCGATAGGGACAAGACAATTGCACTGATCATGAACTCCTCTGGATCTACTGGTCTGCCTARAGGTGTCGCTCT

GCCTCATAGAACTGCCTGCGTGAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCARATCATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAATGTATAGATTTGAAGAAGAGCTGT TTCTGAG! CCTTCAGGATTAC

FirlucO4- uu:t_m.uat.u:uu:u.AACCCTAlu.u.t.lu.xu.uu.AAAAGCACTCTGI
AAGATTCAAAGTGCGC!

TGACAAATACGATTTATCTAATTTACACGAAATTGCTTCTGGTGGCGCTCCCCTCTCT. G. TCGGG GCGGTTGCC GTTCCATCTGCCAGGTATCAGGCAAGGATATGGGCTCACTGAGACTACATCAGCTATTCTG

ATTACACCCGAGGGGGATGATARACCGGGCGCGGTCGGTARAGTTGTTCCATTTTTTGAAGCGAAGGT TGTGGATCTGGATACCGGGARAACGCTGGGCGTTAATCARAGAGGCGAACTGTGTGTGAGAGGTCCTATGAT TATGTCCGGTTATGTARACAATCCGGAAGCGACCAACGCCTTGATTGACAAGGATGGATGGCTACAT TCTGGAGACATAGCTTACTGGGACGARGACGAACACT
TCTTCATCGTTGACCGCCTGAAGTCTCTGATTAAGT

Firluc02-CCAACACCCCAACATCTTCGACGC GT bLAubu.Lu.u.bACGATGI
ACAARGGCTATCAGGTGGCTCCCGCTGAATTGGAATCCATCTTGCT : ACGATGACGCCGGTGAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGA

Firlucl-GTAACAACCGCGAAAAA( T'N‘r(‘r TGTGTTTGT GAAGTI

CCGAAAGGTCTTACCGGAAAACTCGACG! G T TCCTCAT. GCC. GGGCGG. GATCGCCGTG

DNA sequence

ATGG. GCC. T G GGCCCGGCGCCATTCTATCCGCTGGAAGATGGAACCGCTGGAGAGCAACTGCATAAGGCTATGAAGAGATACGCCCTGGTTCCTGH CAATTGCTTTTACAGATGCACATATCGAGGTGGACATCACTTACGCTGAGTACTTCGAAATGTCCGTTCGGTTGGCAGAAGCTATG
AAACGAIAIGGGCLGAALACAAALCACAGAALCGlCGLALGCAGlGAAAACLCLCL‘lCAAl"LCL‘l“LALGCCGGLGL 'GGGCGCGTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAATGAACGTGAATTGCTCAACAGTATGGGCATTTCGCAGCCTACCGTGGTGTTCGTTTCCARAAAGGGGT TGCARARAATTTTGAACGTGCAA
AAARAGCTCCCAATCATCCARAARRATTATTATCATGGATTCTAARACGGATTACCAGGGATTTCAGTCGATGTACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTTGTGCCAGAGTCCTTCGATAGGGACAAGACAATTGCACTGATCATGAACTCCTCTGGATCTACTGGTCTGCCTARAGGTGTCGCTCT
GCCTCATAGAACTGCCTGCGTGAGATTCTCGCATGCCAGAGATCCTATTTTTGGCAATCARATCATTCCGGATACTGCGATTTTAAGTGTTGTTCCATTCCATCACGGTTTTGGAATGTTTACTACACTCGGATATTTGATATGTGGATTTCGAGTCGTCTTAATGTATAGATTTGAAGAAGAGCTGT TTCTGAG! CCTTCAGGATTAC
AAGATTCARAGTGCGCTGCTGGTGCCAACCCTATTCTCCTTCTTCGCCARAAGCACTCTGATTGACAAATACGATTTATCTAAT TTACACGARATTGCTTCTGGTGGCGCTCCCCTCTCT. G TCGGG GCGGTTGCC GTTCCATCTGCCAGGTATCAGGCAAGGATATGGGCTCACTGAGACTACATCAGCTATTCTG
ATTACACCCGAGGGGGATGATAAACCGGGCGCGGTCGGTARAGTTGTTCCATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACGCTGGGCGTTAATCAAAGAGGCGAACTGTGTGTGAGAGGTCCTATGATTATGTCCGGTTATGTAAACAATCCGGAAGCGACCAACGCCTTGATTGACAAGGATGGATGGCTACATTCTGGAGACATAGC
TCTTCATCGTTGACCGCCTGAAGTCTCTGATTAAGTACAAAGGCTATCAGGTGGCTCCCGCTGAATTGGAATCCATCTTGCTCCAACACCCCAACATCTTCGACGCAGGTGTCGCAGGTCTTCCCGACGATGACGCCGGTGAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGA
AAGACGATGACGGAAAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACCGCGAAAAAGTTGCGCGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGACG G T TCCTCAT. GCC. GGGCGG. GATCGCCGTG

'ACTGGGACGAAGACGAACACT

Protein

MEDAKNIKKGPAPFYPLEDGTAGEQLHKAMKRYALVPGTIAFTDAHIEVDITYAEYFEMSVRLAEAMKRYGLNTNHRIVVCSENSLQFFMPVLGALF IGVAVAPANDIYNERELLNSMGI SQPTVVFVSKKGLOKILNVQKKLPIIQKI I IMDSKTDYQGFQSMY TFVTSHLPPGFNEYDFVPESFDRDKTIALIMNS SGSTGLPKGVALPHRTACVRFSHARDPIFGNQI IPDTAILSVVPFH
HGFGMFTTLGYLICGFRVVLMYRFEEELFLRSLODYKIQSALLVPTLFSFFAKSTLIDKYDLSNLHEIASGGAPLSKEVGEAVAKRFHLPGIRQGYGLTETTSAILITPEGDDKPGAVGKVVPFFEAKVVDLDTGKTLGVNQRGELCVRGPMIMSGYVNNPEATNALI DKDGWLHSGDIAYWDEDEHFFIVDRLKSLIKYKGYQVAPAELES ILLOHPNIFDAGVAGLPDDDAGELPAAVVVLE
HGKTMTEKEIVDYVASQVTTAKKLRGGVVFVDEVPKGLTGKLDARKIREILIKAKKGGKIAV



Chloramphenicol acetyltransferase (chloR)

There are 9 independent probes that span 225 bp of the chloramphenicol acetyltransferase construct. These probes are . The DNA sequence includes to the chloR
ORF.

Markers

ch1oR0
chloR03 /]
h10R07 1
chlo A
tecgtegaga teee cqta gc ga teeg
tcegtegagatttteaggagetaaggaagetaaaatggagaaaaaaateactggatataccacegttgatatateccaatggeategtaaagaacattttgaggeatttcagteagttgetcaatgtacctataaccagacegttcagety gatattacggectttttaaagacegtaaagaaaaataageacaagttttateeggectttatteacattettgocegectgatgaatgoteatecy

Protein

PSRFSGAKEAKMEKKITGYTTVDISQWHRKEHFEAFQSVAQCTYNQTVOLDITAFLKTVKKNKHKFY PAFTHT LARLMNAHP



Bovine growth hormone poly A signal sequence (bpA)

There are 8 (4 independent and 4 replicates) probes that span 89 bp of construct. These probes are ZZbpA00006, ZZbpA00011, ZZbpA00007, ZZbpA00012,
ZZbpA00008, ZZbpA00013, ZZbpA00010 and ZZbpA00O14.

Markers




iCre recombinase (iCre)
There are 8 independent probes that span 138 bp of the icre construct. These probes are ZZicre0009, ZZicre0013, ZZicre0016, ZZicre0017, ZZicre0018, ZZicre0019,
ZZicre0020 and ZZicre0021. The DNA sequence includes the icre ORF.

Markers

Ccreol
iCre001 W icre0l |
icre02 ' |
TGGTTCCCTGCTGAACCTGAGGATG TGAGGGACTACCTCCTGTACCTGCAAGCCAGAGGCCTGECTGTGAAGACCATCCAACAGCACCTGEECCAGCTCAACATGCTGCACAGGAGATCTGECCTGCCTCGCCCTT SRATC
Pccceert GAGGAGAATCAGAAA-
JecTaraceT TGGCTGT T GAGGAGAATCAGAAAGGAGAATGTGGAT-
GAGGAGAATCAGAAAGGAGAATGTGGATGCT

DNA sequence

TGGTTCCCTGCTGAACCTGAGGATGTGAGGGACTACCTCCTGTACCTGCAAGCCAGAGGCCTGECTGTG:

SAATGTGGATGCTGGGGAGAGAGCCAAG

AGACCATCCAACAGCACCTGGGCCAGCTCAACATGCTGCACAGGAGATCTGGCCTGCCTCGCCCTTCTGACTCCARTGCTGTGTCCCTGGTGATGAGGAGAATCAG,

Protein

WEPAEPEDVRDYLLYLQARGLAVKT IQQHLGQLNMLHRRSGLPRPSDSNAVSLVMRRIRKENVDAGERAK




Reverse improved tetracycline-controlled transactivator (rtTA)

There are 8 probes (4 independent and 4 replicates) that span 109 bp of the rtTA construct.
These probes ZZrtTA2510, ZZrtTA2518, ZZrtTA2S511, ZZrtTA2519, ZZrtTA2S20, ZZrtTA2SM8, ZZrtTA2S21 and ZZrtTA2SM9. The DNA sequence includes to the rtTA

ORF.

Markers

( |
“TACTTGATGCTCCTGTTCCTCCAATACGCAGCCCAGTGTARAGTGGCCCACGGCGGACAGAGCGTACAGTGCGTTCTCCAGGGAGAAGCCTTGCTGACACAGGAACGCGAGCTGATTTTCCAGGGTTTCGT

CGAACAGCTCAATTGCTTGT

CCATGACTCGCCTTCCAGGGGGCAGAAGTGGGTATGA

ACTGTTTCTCTGTTGGGCGEETGCCGAGATGCACTTTAGCCCCGTCGCGAT

DNA sequence

CGAACAGCTCAATTGCTTGTCTCAGAAGTGG GTGGTAGGTGTCTCTCTTTCCTCTTTTGL! ACAGTGCGTTCTCCAGGGAGAAGCCTTGCTGACACAGGAACGCGAGCTGATTTTCCAGGGTTTCGT
ACTGTTTCTCTGTTGGGCGEETGCCGAGATGCACTTTAGCCCCGTCGCGATGTGAGAGGAGAGCACAGCGGAATGACTTGGCGTTGTTCCGCAGARAGT

TACTTGATGCTCCTGTTCCTCCAATACGCAGCCCAGTGTARAGTGGCC
“TTGCCATGACTCGCCTTCCAG

Protein

HTHFCPLEGESWODELRNNAKSFRCALLSHRDGAKVHLGTRPTEKQYETLENQLAFLCQQGFSLENALYALSAVGHETLGCVLEEQEHQVAKEERETPTTDSMPPLLRQATELE



Blasticidin resistance (BlastR)

There are 6 (4 independent and 2 replicates) probes that span 141 bp of the BlastR construct. These probes are ZZblastR06, ZZblastR12, ZZblastR07, ZZblastR13,
ZZblastR08 and ZZblastR09. The DNA sequence translates to the BlastR ORF.

Markers

ACCCTCATIGARAGAGCAACGECTACAATCAACAGCATCCCCATCTCTGAAGACTACAGCETCECCAGCECAG ATGTATATCATTTTACTGGOGGACCTTETGCAGAACTCOTGGTGCTGGECACTCTECTECTGCOECAGET
ATCCACCCTCATTGAAAGAGCAACGG~
ATCCACCCTCATTGARAGAGCAACGG-
CAATCAACAGCATCCCCATCTCTGAAGACTA
JCAACAGCATCCCCATCTCTGARGACTACAGE!

DNA sequence

ATGGCCAAGCCTTTGTCTCAAGAAGAATCCACCCTCATTGARAGAGCAACGGCTACAATCAACAGCATCCCCATCTCTGAAGACTACAGCGTCGCCAGCGCAGCTCTCTCTAGCGACGGCCGCATCTTCACTGGTGTCARTGT,

ATATCATTTTACTGGGGGACCTTGTGCAGAACTCGTGGTGCTGGGCACTGCTGCTGCTGCGGCAGCT

Protein

MAKPLSQEESTLIERATATINSTPISEDYSVASAALSSDGRIFTGVNVYHETGGPCAELVVLGTARARAA



Human CMV enhancer version a (hCMV_a)

There are 5 probes (4 independent and 1 replicate) probes that span 90 bp of the hCMV enhancer construct. These probes are regulatory

Markers

Protein



“Reddish” fluorescent protein (r_FP, includes tdTomato and mcherry)

There are 6 independent probes that span 257 bp of the red fluorescent protein construct. These probes are ZZmcherr12, ZZtdToma20, ZZtdToma22, ZZtdToma23

and ZZtdToma25. The DNA sequence includes red fluorescent protein ORF.

Markers

mcherrl
GGAGGTCATC

TACGAGGGC

GAGTTCGAGATCGAGG

ACTT GACGG

TGATGAA

CCGAGGG

ACAACGAGGACTAC

GCCTGTAS GCGACGGCGTGCTGAAGGGCGAGATCCACCAGGCCCTGAAGCTGAAGGACGGCGGCCACTACCTGGTGGAGTTCAAGACCAT

Mcherrl2
GCCACCACCTGTTCCTGGGGCATGGCACCGGCAGCACCGECAGCGGCAGCTCCGE GCCTCCTCCGAGGACAACAACATGGCCGT

GAGTTCGAGATCGAGGG

dtToma2

TCTGGTGA

SAGGGC

ACTT GACGG

AGAAGCCCGTGCAACTGCCCGG
ATGCGCTTCAAGGTGCGCATGGAGGGCTCCAT GGGCGAG
ATTACAAGAAGCTGTCCTTCCCCGAGGGCTTCAAGTGGGAGCGCGTGATGAACTTCGAGGACGET

TGGGGCATGGCACCGGCAGCACCG
TGCCCTTCGCCTGGGACATCCTGT

Protein

EDNNM

VIKEFMREKVR

PEGFKWERVMNFEDGGLVTVTQDSSLODGTLIYKVKMRGTNF PPDGPVMe t OKKTMGWEASTERLY PRDGVLKGE THQALKLKDGGHY LVEFKT 1 YMAKKPVQLPGYYYVDTKLDITSHNEDY T IVEQYERSEGRHHLF LS

MVSKGEEVIKEFMRFKVRMEGSMNGHEFETEGEGEGRPYEGTQTAKLKVTKGGPLPFARDI LS POFMYGSKAYVKHPADT PDYKKL
LSPQFMYGSKAYVKHPADI PDYKKLS FPEGFKWERVMNFEDGGLYT

EGTQTAKLKVTKGGPLPFAWDI



Human herpesvirus TK promotes (hTK_pr)

There are 2 independent probes that span xx bp of construct. These probes are ZZTKO00004 and ZZTK0O00007.

Markers

TGGCGGTGTCCCCGGARGAAATATATTTGCATGTCTTTAGTTCTATGATGACACARACCCCGCCCAGCGTCTTGTCATTGGCGAR

I t i
LSGSLQGRSVFEATRVTLICEVDLGPRRPDCICVFEFANDKTLGGVC



IRES (Internal Ribosome Entry Site)

There are 6 independent probes that span 139 bp of the IRES construct. These probes ZZemcIRE11, ZZemcIRE12, ZZemcIRES1, ZZemcIRES2, ZZemcIRES3 and
ZZemclRES9. Regulatory.

Markers

DNA sequence

gecggtgtgegtttgtetatatgttattttccaccatattgeegtettttggcaatgtgagggeccggaaacc
cgccaaaggaatgcaaggte

Protein



Caspase 9 (cas9)

There are 7 independent probes that span 297bp of the caspase 9 construct. These probes are ZZCas90002, ZZCas90004, ZZCas?0005, ZZCas?0006, ZZCas?0008,
ZZCas?0009 and ZZCas?0010. The DNA sequence includes the caspase ORF.

Markers

C. CAGGCTTCGAAGGAGATAGAACCAATTCTCTAAGGAAATACTTAACCATGGACTATAAGGACCACGACGGAGACTACAAGGATCATGATATTGATT. GATGACGAT TGGCCC GAAGAAGCGGAAGGTCGGTATCCACGGAGTCCCAGCAGCCGACAAGAAGTACAGCATCGGCCTGGACATCGGCACCAACTCTGTGGGCTGGGCCGTGATCACCGACGA

22Cas90005 fGATCTGCTATCTGCAAGAGATC'l'TCAGCAACGAGATGGCCAAGGTGGACGI
GTACAAGGTGCCCAGCAAGAAATTCAAGGTGCTGGGCAACACCGACCGGCACAGCATCAAGAAGAACCTGATCGGAGCCCTGCTGTTCGACAGCGGCGAAACAGCCGAGGCCACCCGGET CGCCAGAAGAAGATACACCAGACGGAAGAACCGGATCTGCTATCTGCAAGAGATCTTCAGCAACGAGATGGCCAAGGTGGACGACAGCTTCTTCCACAGACTGGAAGAGTCCTTC
IGCAAGAGATCTTCAGCAACGAGATGGCCAAGGTGGACGACAGCTTCTTCC -ZZCas90006

CTGGTG! GAGGATAAGAAGCAC CGGCACCCCATCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCCCACCATCTACCACCTGAGAAAGAAACTGGTGGACAGCACCGACAAGGCCGACCTGCGGCTGATCTATCTGGCCCTGGCCCACATGATCAAGTTCCGGGGCCACTTCCTGATCGAGGGCGACCTGAACCCCGACAACAGCGACGTGGACAAGCTGTTCATCC
AGCTGGTGCAGACCTACAACCAGCTGTTCGAGGAAAACCCCATCAACGCCAGCGGCGTGGACGCCAAGGCCATCCTGTCTGCCAGACTGAGCAAGAGCAGACGGCTGGAAAATCTGATCGCCCAGCTGCCCGGCGAGAAGAAGAATGGCCTGTTCGGAAACCTGATTGCCCTGAGCCTGGGCCTGACCCCCAACTTCAAGAGCAACTTCGACCTGGCCGAGGATGCCAAACTGCAGCTGAGCAA
GGACACCTACGACGACGACCTGGACAACCTGCTGGCCCAGATCGGCGACCAGTACGCCGACCTGTTTCTGGCCGCCAAGAACCTGTCCGACGCCATCCTGCTGAGCGACATCCTGAGAGTGAACACCGAGATCACCAAGGCCCCCCTGAGCGCCTCTATGATCAAGAGATACGACGAGCACCACCAGGACCTGACCCTGCTGAAAGCTCTCGTGCGGCAGCAGCTGCCTGAGAAGTACAAAGAG
ATTTTCTTCGACCAGAGCAAGAACGGCTACGCCGGCTACATTGACGGCGGAGCCAGCCAGGAAGAGTTCTACAAGTTCATCAAGCCCATCCTGGAAARAGATGGACGGCACCGAGGAACTGCTCGTGAAGCTGAACAGAGAGGACCTGCTGCGGAAGCAGCGGACCTTCGACAACGGCAGCATCCCCCACCAGATCCACCTGGGAGAGCTGCACGCCATTCTGCGGCGGCAGGAAGATTTTTACC
CATTCCTG GACAACCGGGAAAAGATCGAGA TCCTGACCTTCCGCATCCCCTACTACGTGGGCCCTCTGGCCAGGGGAAACAGCAGATTCGCCTGGATGACCAGAAAGAGCGAGGAAACCATCACCCCCTGGAACTTCGAGGAAGTGGTGGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTTCGATAAGAACCTGCCCAACGAGAAGGTGCTGCCCAAGCACAG

22Cas90004 fGACCGTGAAGCAGCTGAAAGAGGACTACTTCAAGAAAATCGAGTGCTTCGI
CCTGCTGTACGAGTACTTCACCGTGTATAACGAGCTGACCAAAGTGAAATACGTGACC! G T CCCGCCTTCCTGAGCGGCGAGCAGAAAAAGGCCATCGTGGACCTGCTGTTCAAGACCAACCGGAAAGTGACCGTGAAGCAGCTGAAAGAGGACTACTTCAAGAAAATCGAGTGCTTCGACTCCGTGGAAATCTCCGGCGTGGAAGATCGGTTCAACGCCTCCCTGGGCACA
ICGTGGACCTGCTGTTCAAGACCAACCGGAAAGTGACCGTGAAGCAGCTGA* 2ZCas90008

TACCACGATCTGCTGAAAATTATCAAGGACAAGGACTTCCTGGACAATGAGGAAAACGAGGACATTCTGGAAGATATCGTGCTGACCCTGACACTGTTTGAGGACAGAGAGATGATCGAGGAACGGCTGAAAACCTATGCCCACCTGTTCGACGACAAAGTGATGAAGCAGCTGAAGCGGCGGAGATACACCGGCTGGGGCAGGCTGAGCCGGAAGCTGATCAACGGCATCCGGGACAAGCAGT

CCGGCAAGACAATCCTGGATTTCCTGAAGTCCGACGGCTTCGCCAACAGAAACTTCATGCAGCTGATCCACGACGACAGCCTGACCTTTARAGAGGACATCCAGAAAGCCCAGGTGTCCGGCCAGGGCGATAGCCTGCACGAGCACATTGCCAATCTGGCCGGCAGCCCCGCCATTAAGAAGGGCATCCTGCAGACAGTGAAGGTGGTGGACGAGCTCGTGAAAGTGATGGGCCGGCACAAGCC

CGAGAACATCGTGATCGAAATGGC ACCAGACCACCCAGAAGG G AGCCGCGAGAGAATGAAGCGGATCG. AT CTGGGCAGCCAGATCCTGAAAGAACACCCCGTGGAAAACACCCAGCTGCAGAACGAGAAGCTGTACCTGTACTACCTGCAGAATGGGCGGGATATGTACGTGGACCAGGAACTGGACATCAACCGGCTGTCCGACTACGAT

GTGGACCATATCGTGCCTCAGAGC TGAAGGACGACTCCATCGACAACAAGGTGCTGACCAGAAGCGACAAGAACCGGGGCAAGAGCGACAACGTGCCCTCCG. GTCGT G TG CTACTGGCGGCAGCTGCTGAACGCCAAGCTGATTACCCAGAGAAAGTTCGACAATCTGACCAAGGCCGAGAGAGGCGGCCTGAGCGAACTGGATAAGGCCGGCTTCATCAAGA
ICAGAGCTTTCT"' GACGACTCCATCGACAACAAGGTGCTGACCAGAAG-2ZCas90009

GACAGCTGGTGGAAACCCGGCAGATCACAAAGCACGTGGCACAGATCCTGGACTCCCGGATGAACACTAAGTACGACGAGAATGACAAGCTGATCCGGGAAGTGAAAGTGATCACCCTGAAGTCCAAGCTGGTGTCCGATTTCCGGAAGGATTTCCAGTTTTACAAAGTGCGCGAGATCAACAACTACCACCACGCCCACGACGCCTACCTGAACGCCGTCGTGGGAACCGCCCTGATCAAAAA
GTACCCTAAGCTGGAAAGCGAGTTCGTGTACGGCGACTACAAGGTGTACGACGTGCGGAAGATGATCGCCAAGAGCGAGCAGGAAATCGGCAAGGCTACCGCCAAGTACTTCTTCTACAGCAACATCATGAACTTTTTCAAGACCGAGATTACCCTGGCCAACGGCGAGATCCGGAAGCGGCCTCTGATCGAGACAAACGGCGAAACCGGGGAGATCGTGTGGGATAAGGGCCGGGATTTTGCC
lACGGCGACTACAAGGTGTACGACGTGCGGAAGATGATCGCCAAGAGCGAG* ZZCas90010

27Cas90002 fGCAGACAGGCGGCTTCAGCAAAGAGTCTATCCTGCCCAAGAGGAACAGCGI
ACCGTGCGGAAAGTGCTGAGCATGCCCCAAGTGAATATCGTGAAAAAGACCGAGGTGCAGACAGGCGGCTTCAGCAAAGAGTCTATCCTGCCCAAGAGGAACAGCGATAAGCTGATCGCCAG G GACTGGGACCCTAAGAAGTACGGCGGCTTCGACAGCCCCACCGTGGCCTATTCTGTGCTGGTGGTGGCCAAAGTGG. GGGCAAGTCCAAG. CTGAAGAGTGTG GAGC
TGCTGGGGATCACCATCATGGAA AGCAGCTTCGAGA ATCCCATCGACTTTCTGGAAGCCAAGGGCTACAAAGAAGTGAAAAAGGACCTGATCATCAAGCTGCCTAAGTACTCCCTGTTCGAGCTGGAAAACGGCCGGAAGAGAATGCTGGCCTCTGCCGGCGAACTGCAGAAGGGAAACGAACTGGCCCTGCCCTCCARATATGTGAACTTCCTGTACCTGGCCAGCCACTATGAGAA
GCTGAAGGGCTCCCCCGAGGATAATGAGCAGAAACAGCTGTTTGTGGAACAGCACAAGCACTACCTGGACGAGATCATCGAGCAGATCAGCGAGTTCTCCAAGAGAGTGATCCTGGCCGACGCTAATCTGGACAAAGTGCTGTCCGCCTACAACAAGCACCGGGATAAGCCCATCAGAGAGCAGGCCGAGAATATCATCCACCTGTTTACCCTGACCAATCTGGGAGCCCCTGCCGCCTTCAAG
TACTTTGACACCACCATCGACCGGAAGAGGTACACCAGCACCAAAGAGGTGCTGGACGCCACCCTGATCCACCAGAGCATCACCGGCCTGTACGAGACACGGATCGACCTGTCTCAGCTGGGAGGCGACAAAAGGCCGGCGGCCACG GGCCGGCCAGGC G. GTAAGAATTCGCGGCCGCACTCGAGATATCTAGACCCAGCTTT

DNA sequence

C. CAGGCTTCGAAGGAGATAGAACCAATTCTCTAAGGAAATACTTAACCATGGACTATAAGGACCACGACGGAGACTACAAGGATCATGATATTGATT. GATGACGAT TGGCCC GAAGAAGCGGAAGGTCGGTATCCACGGAGTCCCAGCAGCCGACAAGAAGTACAGCATCGGCCTGGACATCGGCACCAACTCTGTGGGCTGGGCCGTGATCACCGACGA
GTACAAGGTGCCCAGCAAGAAATTCAAGGTGCTGGGCAACACCGACCGGCACAGCATCAAGAAGAACCTGATCGGAGCCCTGCTGTTCGACAGCGGCGAAACAGCCGAGGCCACCCGGET CGC: GAAGATACACCAGACGGAAGAACCGGATCTGCTATCTGCAAGAGATCTTCAGCAACGAGATGGCCAAGGTGGACGACAGCTTCTTCCACAGACTGGAAGAGTCCTTC
CTGGTG! GAGGATAAGAAGCAC CGGCACCCCATCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCCCACCATCTACCACCTGAGAAAGAAACTGGTGGACAGCACCGACAAGGCCGACCTGCGGCTGATCTATCTGGCCCTGGCCCACATGATCAAGTTCCGGGGCCACTTCCTGATCGAGGGCGACCTGAACCCCGACAACAGCGACGTGGACAAGCTGTTCATCC
AGCTGGTGCAGACCTACAACCAGCTGTTCGAGGAAAACCCCATCAACGCCAGCGGCGTGGACGCCAAGGCCATCCTGTCTGCCAGACTGAGCAAGAGCAGACGGCTGGAAAATCTGATCGCCCAGCTGCCCGGCGAGAAGAAGAATGGCCTGTTCGGAAACCTGATTGCCCTGAGCCTGGGCCTGACCCCCAACTTCAAGAGCAACTTCGACCTGGCCGAGGATGCCAAACTGCAGCTGAGCAA
GGACACCTACGACGACGACCTGGACAACCTGCTGGCCCAGATCGGCGACCAGTACGCCGACCTGTTTCTGGCCGCCAAGAACCTGTCCGACGCCATCCTGCTGAGCGACATCCTGAGAGTGAACACCGAGATCACCAAGGCCCCCCTGAGCGCCTCTATGATCAAGAGATACGACGAGCACCACCAGGACCTGACCCTGCTGAAAGCTCTCGTGCGGCAGCAGCTGCCTGAGAAGTACAAAGAG
ATTTTCTTCGACCAGAGCAAGAACGGCTACGCCGGCTACATTGACGGCGGAGCCAGCCAGGAAGAGTTCTACAAGTTCATCAAGCCCATCCTGGAAAAGATGGACGGCACCGAGGAACTGCTCGTGAAGCTGAACAGAGAGGACCTGCTGCGGAAGCAGCGGACCTTCGACAACGGCAGCATCCCCCACCAGATCCACCTGGGAGAGCTGCACGCCATTCTGCGGCGGCAGGAAGATTTTTACC
CATTCCTG GACAACCGGGAAAAGATCGAGA TCCTGACCTTCCGCATCCCCTACTACGTGGGCCCTCTGGCCAGGGGAAACAGCAGATTCGCCTGGATGACCAGAAAGAGCGAGGAAACCATCACCCCCTGGAACTTCGAGGAAGTGGTGGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTTCGATAAGAACCTGCCCAACGAGAAGGTGCTGCCCAAGCACAG
CCTGCTGTACGAGTACTTCACCGTGTATAACGAGCTGACCAAAGTGAAATACGTGACC! G T CCCGCCTTCCTGAGCGGCGAGCAGAAAAAGGCCATCGTGGACCTGCTGTTCAAGACCAACCGGAAAGTGACCGTGAAGCAGCTGAAAGAGGACTACTTCAAGAAAATCGAGTGCTTCGACTCCGTGGAAATCTCCGGCGTGGAAGATCGGTTCAACGCCTCCCTGGGCACA
TACCACGATCTGCTGAAAATTATCAAGGACAAGGACTTCCTGGACAATGAGGAAAACGAGGACATTCTGGAAGATATCGTGCTGACCCTGACACTGTTTGAGGACAGAGAGATGATCGAGGAACGGCTGAAAACCTATGCCCACCTGTTCGACGACAAAGTGATGAAGCAGCTGAAGCGGCGGAGATACACCGGCTGGGGCAGGCTGAGCCGGAAGCTGATCAACGGCATCCGGGACAAGCAGT
CCGGCAAGACAATCCTGGATTTCCTGAAGTCCGACGGCTTCGCCAACAGAARACTTCATGCAGCTGATCCACGACGACAGCCTGACCTTTARAAGAGGACATCCAGAAAGCCCAGGTGTCCGGCCAGGGCGATAGCCTGCACGAGCACATTGCCAATCTGGCCGGCAGCCCCGCCATTAAGAAGGGCATCCTGCAGACAGTGAAGGTGGTGGACGAGCTCGTGAAAGTGATGGGCCGGCACAAGCC
CGAGAACATCGTGATCGAAATGGC ACCAGACCACCCAGAAGG G AGCCGCGAGAGAATGAAGCGGATCG. AT CTGGGCAGCCAGATCCTGAAAGAACACCCCGTGGAAAACACCCAGCTGCAGAACGAGAAGCTGTACCTGTACTACCTGCAGAATGGGCGGGATATGTACGTGGACCAGGAACTGGACATCAACCGGCTGTCCGACTACGAT
GTGGACCATATCGTGCCTCAGAGCTTTCTGAAGGACGACTCCATCGACAACAAGGTGCTGACCAGAAGCGACAAGAACCGGGGCAAGAGCGACAACGTGCCCTCCG. GTCGT G TG CTACTGGCGGCAGCTGCTGAACGCCAAGCTGATTACCCAGAGAAAGTTCGACAATCTGACCAAGGCCGAGAGAGGCGGCCTGAGCGAACTGGATAAGGCCGGCTTCATCAAGA
GACAGCTGGTGGAAACCCGGCAGATCACAAAGCACGTGGCACAGATCCTGGACTCCCGGATGAACACTAAGTACGACGAGAATGACAAGCTGATCCGGGAAGTGAAAGTGATCACCCTGAAGTCCAAGCTGGTGTCCGATTTCCGGAAGGATTTCCAGTTTTACAAAGTGCGCGAGATCAACAACTACCACCACGCCCACGACGCCTACCTGAACGCCGTCGTGGGAACCGCCCTGATCAAAAR
GTACCCTAAGCTGGAAAGCGAGTTCGTGTACGGCGACTACAAGGTGTACGACGTGCGGAAGATGATCGCCAAGAGCGAGCAGGAAATCGGCAAGGCTACCGCCAAGTACTTCTTCTACAGCAACATCATGAACTTTTTCAAGACCGAGATTACCCTGGCCAACGGCGAGATCCGGAAGCGGCCTCTGATCGAGACAAACGGCGAAACCGGGGAGATCGTGTGGGATAAGGGCCGGGATTTTGCC
ACCGTGCGGAAAGTGCTGAGCATGCCCCAAGTGAATATCGTGAAAAAGACCGAGGTGCAGACAGGCGGCTTCAGCAAAGAGTCTATCCTGCCCAAGAGGAACAGCGATAAGCTGATCGCCAG G GACTGGGACCCTAAGAAGTACGGCGGCTTCGACAGCCCCACCGTGGCCTATTCTGTGCTGGTGGTGGCCAAAGTGG. GGGCAAGTCCAAG. CTGAAGAGTGTG GAGC
TGCTGGGGATCACCATCATGGAA AGCAGCTTCGAGA ATCCCATCGACTTTCTGGAAGCCAAGGGCTACAAAGAAGTGAAAAAGGACCTGATCATCAAGCTGCCTAAGTACTCCCTGTTCGAGCTGGAAAACGGCCGGAAGAGAATGCTGGCCTCTGCCGGCGAACTGCAGAAGGGAAACGAACTGGCCCTGCCCTCCAAATATGTGAACTTCCTGTACCTGGCCAGCCACTATGAGAA




GCTGAAGGGCTCCCCCGAGGATAATGAGC AACAGCTGTTTGTGGAACAGCACAAGCACTACCTGGACGAGATCATCGAGCAGATCAGCGAGTTCTCCAAGAGAGTGATCCTGGCCGACGCTAATCTGGACAAAGTGCTGTCCGCCTACAACAAGCACCGGGATAAGCCCATCAGAGAGCAGGCCGAGAATATCATCCACCTGTTTACCCTGACCAATCTGGGAGCCCCTGCCGCCTTCAAG
TACTTTGACACCACCATCGACCGGAAGAGGTACACCAGCACCAAAGAGGTGCTGGACGCCACCCTGATCCACCAGAGCATCACCGGCCTGTACGAGACACGGATCGACCTGTCTCAGCTGGGAGGCGACAAAAGGCCGGCGGCCACG GGCCGGCCAGGC. G GTARGAATTCGCGGCCGCACTCGAGATATCTAGACCCAGCTTT

Protein

/translation= KKRKVGIHGVPAADKKY

KKFKVLGNTDRHSIKKNL

SVGWAVITDEYKV
RKNRICYLQEIF:
IVDEVAYHEKYPTIYHLRKKLVDSTDKADLRLIYLALAHMIKFRGHFLIEGDLNPDN
DVDKLFIQLVQTYNQLFEENPINASGVDAKAT GEKKNGL
LIALSLGL KLOLSKDTYDDDLDNLLAQIGDQYADLFLAAKN
LSDAILLSDILRVNTEITKAPLSASMIKRYDEHHQDLTLLKALVRQQLPEKYKEIFFD
QSKNGYAGYIDGGASQEEF LLVKLNREDLLRKQRTFDNGSIP
HQIHLGELHAILRRQEDFYPFLKDNREKIEKILTFRIPYYVGPLARGNSRFAWMTRK
ITPWNFEEVVDKGASAQSFIERMTNFDKNLPNEKVLPKHSLLYEYFTVYNELTK'
GMRKPAFLSGEQKKAIVDLLFKTNRKVTVKQLKEDYFKKIECFDSVE
SLGTYHDLLKIIKDKDFLDNE: DILEDIVLTLTLFEDREMIEERL
DDKVMKQLKRRRYTGWGRLSRKLINGIRDKQ: GFANRNFMQLIHDD:
KEDIQKAQVSGQGDSLHEHIANLAGSPAIKKGILQTVKVVDELVKVMGRHKPENT
I RENQTTQKGQKNSRERMKRI VENTQLQNEKLYLYYLQ
NGRDMYVDQELDINRLSDYDVDH

QEIGKA' NFFKT
VRKVLSMPQVNIVKKTEVQTGGFSK

NELALPSKYVNFLYLASHYEKLKGSPEDNEQKQLFVEQHKHYLDEIIEQISE
LADANLDKVLSAYNKHRDKPIREQAENITHLFTLTNLGAPAAFKYFDTTIDRKRYTST
KEVLDATLIHQSITGLYETRIDLSQLGGDKRPAATKKAGQAKKKK"




