Muscle comparison

A RAPID vs FACS

RAPID
4583

FACS
7690

1366 3217 4473

Ribosome: subunit -

* Muscle function -

Development: somatic -

Ribosome: EIF -

Transmembrane protein: other -

# Cytoskeleton: other -

Metabolism: nucleotide -

mRNA functions: processing: splicing -
mRNA functions: binding: RBM -
Proteolysis pr 1e: ubiquitin pef -
Metabolism: other -

Ribosome: biogenesis -

Nucleic acid: binding: zinc finger -

Signaling: small GTPase: Rho/Rac -

Development: general -

Signaling: S/T kinase -

mRNA functions: processing: helicase -

Proteolysis proteasome: E3 -

Neuronal function: synaptic function: vesicle trafficking -
Metabolism: glycolysis -

Transcription: chromatin modification: other -

mRNA functions: processing: polyadenylation -

Signaling: SH domain -

Signaling: WNT -

Unknown: regulated by multiple stresses -

Transmembrane transport: extracellular ligand gated channel -
Neuronal function: synaptic function: neurotransmitter receptor -
Transcription factor: homeodomain -

Metabolism: mitochondria -

*Major sperm protein -

DNA: replication -

Non-coding RNA: tRNA: production -

Transcription: general machinery: RNA Pol II: TFIID
Metabolism: carbohydrate -

* Neuronal function: synaptic function: neuropeptide -
Signaling: small GTPase: Ras -

mRNA functions: processing: snRNP -

DNA: repair -
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RAPID

B RAPID vs PAT-Seq

4583

3156 1427 1773

% Muscle function -

Development: somatic -

Signaling: small GTPase-

mRNA functions: processing-
Transcription: chromatin modification -
+ Cytoskeleton: other-
Transmembrane protein: other-
mRNA functions: binding-

Lysosome: Vacuolar ATPase -

Nucleic acid: binding -

Neuronal function: sYnaptic function-
Signaling: S/T kinase -

Metabolism: lipid -

Transmembrane transport: other-
Ribosome: EIF -

Signaling: phosphatase -

Metabolism: mitochondria -

#*Stress response: heat-

Ribosome: subunit-

Transmembrane transport: potassium channel -
Metabolism: other-

Metabolism: nucleotide -

Signaling: heteromeric G protein-
Transcription: general machinery: RNA Pol I1-
Signaling: lipid -

#* Cytoskeleton: actin function-

* Extracellular material: collagen-
Metabolism: glycolysis -

PAT-seq
3200

Figure S6

C FACS vs PAT-Seq

FACS
7690

5193

Signaling: small GTPase-
Metabolism: mitochondria-

mMRNA functions: binding -

mRNA functions: processing-

* Muscle function -

Development: somatic-

#* Cytoskeleton: other-
Transmembrane protein: other-
Transcription: chromatin medification -
Metabolism: lipid -

#* Cytoskeleton: actin function-
Metabolism: glycolysis -

Lysosome: Vacuolar ATPase -
*Trafficking: endocytosis-
Transcription: general machinery: RNA Pol Il -
+ Trafficking: ER/Golgi-

*Trafficking: vesicle targeting/fusion-
Signaling: S/T kinase -

Nucleic acid: binding-

Neuronal function: synaptic function -
Development: general -

Stress response: heat-

Signaling: other-

Metabolism: nucleotide -

Ribosome: EIF -

Ribosome: subunit=

Cell cycle: chromosome dynamics -
Metabolism: other-

Ribosome: biogenesis-

Signaling: lipid-

Metabolism: carbohydrate -
Metabolism: amino acid -

DNA: replication-

DNA: repair-

*Maijor sperm protein -

Nuclear pore: structure -
Transcription: chromatin structure -
Non-coding RNA: small RNA-
Chaperone: DnaJ domain-

Protein modification: methyliransferase -

* Proteolysis proteasome: ubiquitin peptidase -

Cell cycle: meiotic/mitotic sPindIe-
* Extracellular material: collagen-

PAT-seq

2497

&

&

s s e s sssss e R R

3200

703

e

O,
OB,

too.oo..ooo-o.ooo..otoqd'
L,

N
~r‘9

00 0 60 0R2SOOEOEOEOISLISGEOOSEOSTES



