
Table S1: Primers used in this work. For SS primers, the 5’ anchor sequence (brown), bridge sequence (blue), and 3’ foot sequence (red) are indicated

cil‐7 Allele For / Rev Figure Bubble Tm (°C)

GCTTGGATGGTGAAGAGC wt Forward Fig.1C 57

GCTTGGATGGTGAAGAGT mut Forward Fig.1C 57

CCAGATGACTTATTTGAGCAAGCTGG common Reverse Fig.1C, 2D, 3C, 7D 61

TCCTCCACCGGATCCG  TAGCGAACCTACCA GAAGAGC wt Forward Fig.2D, 3C 14::14 61

TCCTCCACCGGATCCG  TAGCGAACCTACCA GAAGAGT mut Forward Fig.2D 14::14 61

CCGGATCCGATCGCTTG CTACCA GAAGAGC wt Forward Fig.3C, 7D 6::6 60

ACCGGATCCGATCGCT ACCTACCA GAAGAGC wt Forward Fig.3C 8::8 60

GAACACAACAAGCAAATTGAATAG AACACT TTATGGG wt Reverse Fig.6C 6::30 60

GAACACAACAAGCAAATTGAATAG AACACT TTATGGGC wt Reverse Fig.6C 6::30 60

GAGATCGTTTTCTCTCGTTCTC common Forward Fig.6C 56
CCGGATCCGATCGCTTG CTACCA GAAGAGT mut Forward Fig.7D 6::6 60

C05B5.11
AGAACAAGGAGGGAAACGATC wt Reverse Fig.1F 58

AGAACAAGGAGGGAAACGATA mut Reverse Fig.1F 58

CATGGTGCTCAACTGTG common Forward Fig.1F, 2F, 3E, 4E 54

GTCGATTTGACTTGAAACCCCG TCTTGTTCCTCCCT AACGATC  wt Reverse Fig.2F, 3E 14::14 60

GTCGATTTGACTTGAAACCCCG TCTTGTTCCTCCCT AACGATA mut Reverse Fig.2F 14::14 60

GACTTGAAACCCCGAGAACAAG CTCCCT  AACGATC  wt Reverse Fig.3E 6::6 59

TGACTTGAAACCCCGAGAACA TCCTCCCT AACGATC  wt Reverse Fig.3E 8::8 60
TTGAAACCCCGAGAACAAGGA CTCT AACGATC  wt Reverse Fig.4E 4::4 60

daf‐7
GTCACAAATGATTTGGAAAGAAGCGA ATAA CTTCAGG  wt Forward Fig.4B, 5B 4::4 59

GACGTCACAAATGATTTGG  CTCTAA CTTCAGG  wt Forward Fig.4B 6::6 52

GACGAAGATACCTTGGATC common Reverse Fig.4B, 5B 53

GTCACAAATGATTTGGAAAGAAGCGA ATAA CTTCAAG  wt Forward Fig.5B 4::4 59

GTCACAAATGATTTGGAAAGAAGCGA ATAA CTTCAGGC wt Forward Fig.5B 4::4 59

AATTGATACTGTGAGTGTGGCCTG  TTCGTC ACGATACC wt Reverse Fig.6D 6::51 60

AGCCATGTTCATGGCATCTTCACTC common Forward Fig.6D 63

eat‐2
TATTACTACGTTGCAAATTCCCCAT CCAT CACTATG wt Reverse Fig.4C, 5C 4::4 57

GTAATATTACTACGTTGCAAATTCCCC TACCAT CACTATG wt Reverse Fig.4C 6::6 56

GTAGCTGCACTATAGAGGTACTG common Forward Fig.4C, 5C 57

TATTACTACGTTGCAAATTCCCCAT CCAT CACTACG wt Reverse Fig.5C 4::4 57

TATTACTACGTTGCAAATTCCCCAT CCAT CACTATGA wt Reverse Fig.5C 4::4 57

GCTCATTCGCACTGTTGAATAACA CTTATAGC GGTTTCC wt Forward Fig.7C 8::8 59

GCTCATTCGCACTGTTGAATAACA CTTATAGC GGTTTCT mut Forward Fig.7C 8::8 59

GTTACTTAAGGCGTACGAGCC common Reverse Fig.7C 59

him‐5
CTTTCCGGAGCTTTGCC wt Reverse Fig.1A 58

CTTTCCGGAGCTTTGCT mut Reverse Fig.1A 58

GTCGTTCACAGAACAGAAATACATCG common Forward Fig.1A 59

klp‐6
CATCAATCAAATACGCCAAACTTTG wt Reverse Fig.1A 56

CATCAATCAAATACGCCAAACTTTA mut Reverse Fig.1A 56

GCATGTGGTAGGCAGGTTG common Forward Figs. 1‐3, 5‐7 60

GATTGGAAACTGTTCCTCCACATC  TTAGTTTATGCGGT AACTTTG  wt Reverse Fig.2G, 3B 14::14 59

GATTGGAAACTGTTCCTCCACATC  TTAGTTTATGCGGT AACTTTA mut Reverse Fig.2G, 3A 14::14 59

GATTGGAAACTGTTCCTCCACATC  TTAGTTTATGCGGT AACTTTAC mut Reverse Fig.2G 14::14 59

GAAACTGTTCCTCCACATCAAAT TGCGGT AACTTTG wt Reverse Fig.3B, 5B 6::6 56

GAAACTGTTCCTCCACATCAATCAA TATGCGGT AACTTTG wt Reverse Fig.3B 8::8 58

GAAACTGTTCCTCCACATCAAAT TGCGGT AACTTTA  mut Reverse Fig.3A 6::6 56

GAAACTGTTCCTCCACATCAATCAA  TATGCGGT AACTTTA mut Reverse Fig.3A 8::8 58

GAAACTGTTCCTCCACATCAATCAAATA GCGGTT ACTTTG  wt Reverse Fig. 5A 6::6 58

AAACTGTTCCTCCACATCAATCAAATAC CGGTTT CTTTG  wt Reverse Fig.5A 6::6 58

TGTTCCTCCACATCAATCAAATACG GGTTTG TTTG wt Reverse Fig.5A 6::6 58

GAAACTGTTCCTCCACATCAAAT TGCGGT AACTTGG wt Reverse Fig.5B 6::6 56

GAAACTGTTCCTCCACATCAAAT TGCGGT AACTTCG wt Reverse Fig.5B, 7B 6::6 56

CCTGATAAATCAACGATTGGAAACTGTT  AAGGGT AACTTTG  wt Reverse Fig.6B 6::24 58

CCTGATAAATCAACGATTGGAAACTGTT  AAGGGT AACTTTGC  wt Reverse Fig.6B 6::24 58

GAAACTGTTCCTCCACATCAAAT TGCGGT AACTTTA  mut Reverse Fig.7B 6::6 56

lev‐11
TACACAGAAAAGAATCGGACCTC wt Forward Fig.1B 57

TACACAGAAAAGAATCGGACCTT mut Forward Fig.1B 57

CTGTTACATCAGCTGCAGC common Reverse Fig.1B, 2C, 4F, 6A, 7E 57

GATAGTGAAGACACAGAAAGACTACTA GTGTCTCTCCTTAG GGACCTC wt Forward Fig.2C 14::14 56

GATAGTGAAGACACAGAAAGACTACTA GTGTCTCTCCTTAG GGACCTT mut Forward Fig.2C 14::14 56

ATCCGCACCGTCTCATC GTCT CTGAAGG  wt Reverse Fig.4A 4::4 59

AGATCCGCACCGTCTCA AGGTCT CTGAAGG wt Reverse Fig.4A 6::6 60

CATCTCACACAGCAAGTG common Forward Fig.4A 54

AAGACACAGAAAGACTACTACACAGAAAAG TTAG GGACCTC  wt Forward Fig.4F 4::4 59

GTGAAGACACAGAAAGACTACTACACA TCTCATGA GGACCTC wt Forward Fig.7E 8::8 59

GTGAAGACACAGAAAGACTACTACACA TCTCATGA GGACCTT mut Forward Fig.7E 8::8 59
TCACTTTGATAGTGAAGACACAGA TTCTAGG GGACCTC  wt Forward Fig.6A 6::24 56

plx‐2
TGCCGTGTATACTCAACTCTTCT wt Forward Fig.1E 58

TGCCGTGTATACTCAACTCTTCA mut Forward Fig.1E 58

GTAGTTGTTCATGTGGATCAC common Reverse Fig.1E, 2E, 3D, 4D 54

CCATGTGAAAACCCACAGGTTG GGCACATATGAGTT CTCTTCT  wt Forward Fig.2E, 3D 14::14 60

CCATGTGAAAACCCACAGGTTG GGCACATATGAGTT CTCTTCA mut Forward Fig. 2E 14::14 60

CCCACAGGTTGCCGTGTAT TGAGTT CTCTTCT  wt Forward Fig.3D 6::6 62

CCCACAGGTTGCCGTGT TATGAGTT  CTCTTCT  wt Forward Fig.3D 8::8 62
CCACAGGTTGCCGTGTATAC AGTT CTCTTCT  ww Forward Fig.4D 4::4 60


