Zoopagomycota

Mucoromycota

Basidiobolus heterosporus

Basidiobolus meristosporus B9252

Basidiobolus meristosporus CBS 931.73

Coemansia mojavensis RSA 71 v1.0

Coemansia reversa NRRL 1564 v1.0

Coemansia spiralis RSA 1278 v1.0

Conidiobolus thromboides FSU 785 v1.0
Kickxella alabastrina RSA 675 v1.0

Linderina pennispora ATCC 12442 v1.0

Martensiomyces pterosporus CBS 209.56 v1.0

Ramicandelaber brevisporus CBS 109374 v1.0
Smittium culicis GSMNP

Smittium culicis ID-206-W2

Smittium mucronatum ALG-7-W6

Lobosporangium transversale NRRL 3116 v1.0
Mortierella multidivaricata RSA 2152 T v1.0
Mortierella verticillata NRRL 6337

Absidia repens NRRL 1336 v1.0

Backusella circina FSU 941 v1.0

Blakeslea trispora NRRL 2456 v1.0

Circinella umbellata NRRL1351 v1.0
Cokeromyces recurvatus NRRL 2243 v1.0
Cunninghamella echinulata NRRL 1382 v1.0
Dichotomocladium elegans RSA 919- v1.0
Fennellomyces sp. T-0311 v1.0

Gilbertella persicaria var. persicaria CBS 190.32-T v1.0
Gongronella butleri v1.0

Hesseltinella vesiculosa NRRL3301 v2.0
Lichtheimia corymbifera JMRC:FSU:9682
Lichtheimia hyalospora v1.0

Lobosporangium transversale NRRL 3116 v1.0
Mortierella humilis PMI_1414

Mortierella multidivaricata RSA 2152 T v1.0
Mortierella sp. GBAus27b

Mortierella verticillata NRRL 6337

Mucor circinelloides CBS277.49 v2.0

Mucor cordense RSA 1222 v1.0

Mucor heterogamus NRRL 1489 v1.0
Mycotypha africana NRRL 2978 v1.0

Parasitella parasitica v1.0
Phascolomyces articulosus v1.0
Phycomyces blakesleeanus NRRL1555 v2.0

Pilaira anomala RSA1997 v1.0
Pilobolus umbonatus NRRL 6349 v1.0
Radiomyces spectabilis NRRL 2753 v1.0

Rhizopus delemar 99-880 from Broad
Rhizopus microsporus ATCC11559 v1.0

Rhizopus microsporus var. chinensis CCTCC M201021
Rhizopus microsporus var. microsporus ATCC52813 v1.0
Rhizopus microsporus var. microsporus ATCC52814 v1.0

Saksenaea vasiformis B4078
Spinellus fusiger NRRL 22323 v1.0
Sporodiniella umbellata MES 1446 v1.0

Syncephalastrum racemosum:13706
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Supplementary Figure 6. Presence and absence of domains characteristic of PKS core gene models in
zygomycete species. Shaded colors indicate presence.
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