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Supplementary Figure 2. Graphic representation of the Cluster 5 (NRPS) of B. meristosporus CBS 931.73. The SM gene model associated to Cluster 5 ( 
387529; NRPS) contains 4 A-domains clustered within the CYCLO clade of the NRPS phylogenetic tree (Figure 3). This clade contains the A-domains of 
Tolypocladium in�atum cyclosporin NRPS gene. Domains of the NRPS protein are illustrated above the arrow representing the gene. Dark purple: Conden-
sation; Light Purple: Adenylation; Grey: n-Methylation; Pink: Thioesterase. The arrows in grey represent the additional gene models predicted to be part of 
Cluster 5.


