File S4 - Figure6: Partial approximately-maximum-likelihood phylogenetic trees from concatenated alignments of nucleo-
tide of representative marker genes, using FastTree 2. Value on branches represent “Local support values” to estimate the
reliability of each split in the tree (0 to 1, 1 being a high reliability).
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I GCF 000011365.1 Alpha Outgroup

GCF 001555775.1 Acidovorax delafieldii CCH4-A2

GCF 002213445.1 Xenophilus sp AP218F AP218F

GCF 005502875.1 Comamonadaceae bacterium 2PF 2PF

GCF 004342465.1 Schlegelella thermodepolymerans DSM 15264
GCF 002933415.1 Schlegelella thermodepolymerans DSM 15344
GCF 003349825.1 Schlegelella thermodepolymerans DSM 15344
GCF 002930615.1 Zhizhongheella caldifontis BCRC 80649

GCF 000381125.1 Caldimonas manganoxidans ATCC BAA-369
GCF 001592165.1 Caldimonas taiwanensis NBRC 104434
GCF 003574615.1 Comamonadaceae bacterium YIM 73032 YIM 73032
GCF 003574675.1 Comamonadaceae bacterium SYSU G00088 SYSU G00088
GCF 003852895.1 Geomonas soli S-16
GCF 001984095.1 Pelomonas sp KK5 KK5
GCF 004362405.1 Kinneretia asaccharophila DSM 25082
GCF 002205845.1 Pelomonas puraquae CCUG 52769
GCF 004342485.1 Pelomonas saccharophila DSM 654
GCF 003550215.1 Pelomonas sp BT06 BT06
GCF 001425055.1 Pelomonas sp Root1237 Root1237
GCF 001425705.1 Pelomonas sp Root1217 Root1217
GCF 001426885.1 Pelomonas sp Root1444 Root1444
GCF 001425165.1 Pelomonas sp Root405 Root405
GCF 001427705.1 Pelomonas sp Root662 Root662
GCF 000477435.1 Candidatus Symbiobacter mobilis CR
GCF 000828915.1 Serpentinomonas mccroryi B1
GCF 000696225.1 Serpentinomonas raichei H1
GCF 000828895.1 Serpentinomonas raichei Al
GCF 002837145.1 Macromonas sp BK-30 BK-30
GCF 002837135.1 Macromonas bipunctata DSM 12705
GCF 002980595.1 Malikia granosa P1
GCF 002980625.1 Malikia spinosa 83
GCF 009867145.1 Malikia spinosa AB6
GCF 002127215.1 Hydrogenophaga sp IBVHS2 IBVHS2
GCF 001777155.1 Hydrogenophaga sp PML113 PML113
GCF 003417535.1 Hydrogenophaga sp LA-38 LA-38
GCF 000263795.2 Hydrogenophaga sp PBC PBC
GCF 000723405.1 Hydrogenophaga intermedia S1
GCF 001571205.1 Hydrogenophaga intermedia NBRC 102510
GCF 005938115.1 Hydrogenophaga intermedia DSM 5680
GCF 001713375.1 Hydrogenophaga sp RAC07 RACO07
GCF 001428625.1 Hydrogenophaga sp Root209 Root209
GCF 009859815.1 Hydrogenophaga sp PBL-H3 PBL-H3 substr. PBL-H3 B2
GCF 010104355.1 Hydrogenophaga sp PBL-H3 PBL-H3 substr. PBL-H3 B4
GCF 002127265.1 Hydrogenophaga sp IBVHS1 IBVHS1
GCF 001571225.1 Hydrogenophaga palleronii NBRC 102513
GCF 005503365.1 Hydrogenophaga sp 2FB 2FB
GCF 009859475.1 Hydrogenophaga sp BPS33 BPS33
GCF 001592305.1 Hydrogenophaga taeniospiralis NBRC 102512
GCF 004795855.1 Hydrogenophaga sp PAMC20947 PAMC20947
GCF 001640105.1 Hydrogenophaga crassostreae LPB0072
GCF 001761385.1 Hydrogenophaga crassostreae LPB0072
GCF 002001205.1 Hydrogenophaga sp A37 A37
GCF 001571145.1 Hydrogenophaga flava NBRC 102514
GCF 001592285.1 Hydrogenophaga pseudoflava NBRC 102511
GCF 004353865.1 Hydrogenophaga pseudoflava DSM 1084
GCF 002025745.1 Hydrogenophaga sp H7 H7
GCF 004006415.1 Hydrogenophaga sp NH-16 NH-16
GCF 003843835.1 Tibeticola sediminis DSM 101684
GCF 002158865.1 Comamonas serinivorans DSM 26136
GCF 003859965.1 Comamonadaceae bacterium OH2545 COT-014 OH2545 COT-014
GCF 001262075.1 Ottowia sp oral taxon 894 W10237
GCF 900240305.1 Ottowia sp Marseille-P4747 Marseille-P4747
GCF 000422885.1 Ottowia thiooxydans DSM 14619
GCF 003008535.1 Ottowia oryzae KADR8-3
GCF 008017535.1 Ottowia sp GY511 GY511
GCF 000374625.1 Brachymonas chironomi DSM 19884
GCF 900110225.1 Brachymonas denitrificans DSM 15123
oss ——— GCF 003752175.1 Comamonas sp BIGb0124 BIGb0124
0% — GCF 900129055.1 Lampropedia hyalina DSM 16112
GCF 003703815.1 Corticibacter populi DSM 105136
GCF 004217315.1 Corticibacter populi DSM 105136
GCF 001005215.1 Lampropedia cohaerens CT6
GCF 004803635.1 Lampropedia sp YIM MLB12 YIM MLB12
GCF 004833285.1 Lampropedia puyangensis 2-bin
GCF 003703445.1 Comamonadaceae bacterium NML161473 NML161473
GCF 003703495.1 Comamonadaceae bacterium NML180581 NML180581
GCF 003703475.1 Comamonadaceae bacterium NML970147 NML970147
*GCF 003859895.1 Comamonadaceae bacterium OH3737 COT-264 OH3737 COT-264
r- GCF 003703375.1 Comamonadaceae bacterium NML180582 NML180582
GCF 002285265.1 Comamonadaceae bacterium NML00-0135 NML00-0135
%9 GCF 002285275.1 Comamonadaceae bacterium NML79-0751 NML79-0751
T GCF 002285255.1 Comamonadaceae bacterium NML97-0112 NML97-0112
GCF 002288865.1 Comamonadaceae bacterium NML91-0035 NML91-0035
GCF 002288875.1 Comamonadaceae bacterium NML91-0036 NML91-0036
GCF 003859875.1 Comamonadaceae bacterium OH2310 COT-174 OH2310 COT-174
' Eﬁl GCF 002285285.1 Comamonadaceae bacterium NML03-0146 NML03-0146
" GCF 002285335.1 Comamonadaceae bacterium NML120219 NML120219
GCF 005503335.1 Comamonadaceae bacterium 2FH 2FH
GCF 005503725.1 Comamonadaceae bacterium 2FD 2FD
GCF 005503345.1 Ramlibacter sp 2FC 2FC
GCF 002778315.1 Limnohabitans sp Jirll-31 Jirll-31
GCF 003063395.1 Limnohabitans sp Jirll-29 Jirll-29
GCF 002778325.1 Limnohabitans sp B9-3 B9-3
GCF 003063545.1 Limnohabitans sp Jir61 Jir61
GCF 003063475.1 Limnohabitans curvus MWH-C5
GCF 003063675.1 Limnohabitans sp Rim8 Rim8

L GCF 001412575.1 Limnohabitans sp 103DPR2 103DPR2
GCF 003063605.1 Limnohabitans sp Hippo4 Hippo4
! GCF 001269365.1 Limnohabitans sp Rim11 Rim11
A,
; {E GCF 001269385.1 Limnohabitans sp DM1 DM1
GCF 001270065.2 Limnohabitans planktonicus 11-D5
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GCF 003063435.1 Limnohabitans sp 2KL-1 2KL-1
GCF 001269405.1 Limnohabitans sp 2KL-3 2KL-3
1
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GCF 003063375.1 Limnohabitans sp MMS-10A-178 MMS-10A-178
GCF 003063575.1 Limnohabitans sp Jir72 Jir72
GCF 003063335.1 Limnohabitans sp MMS-10A-192 MMS-10A-192
GCF 003063525.1 Limnohabitans sp MMS-10A-160 MMS-10A-160
GCF 003063315.1 Limnohabitans sp T6-5 T6-5

GCF 003063265.1 Limnohabitans sp WS1 WS1

GCF 000293865.2 Limnohabitans sp Rim28 Rim28

GCF 003063645.1 Limnohabitans sp 2KL-51 2KL-51

GCF 001412535.1 Limnohabitans sp 63ED37-2 63ED37-2
GCF 003063355.1 Limnohabitans sp Bal53 Bal53

GCF 002778275.1 Limnohabitans sp G3-2 G3-2

GCF 002778285.1 Limnohabitans sp 15K 15K

GCF 001269345.1 Limnohabitans sp 2KL-27 2KL-27

GCF 003063665.1 Limnohabitans sp Hippo3 Hippo3

GCF 003063415.1 Limnohabitans sp 2KL-17 2KL-17

GCF 000292865.1 Limnohabitans sp Rim47 Rim47

GCF 001517545.1 Limnohabitans sp Rim47

GCF 003063455.1 Limnohabitans parvus 11-B4

GCF 003063505.1 Limnohabitans sp T6-20 T6-20

GCF 000381265.1 Curvibacter lanceolatus ATCC 14669
GCF 000518645.1 Curvibacter gracilis ATCC BAA-807

GCF 001955695.1 Rhodoferax koreense DCY-110

GCF 003097105.1 Rhodoferax sp YR267 YR267

GCF 900104385.1 Albidiferax sp OV413 OV413

GCF 001422405.1 Pseudorhodoferax sp Leaf267 Leaf267
GCF 001422445.1 Pseudorhodoferax sp Leaf274 Leaf274
GCF 003337555.1 Pseudorhodoferax soli DSM 21634

GCF 001422365.1 Pseudorhodoferax sp Leaf265 Leaf265
GCF 007677875.1 Variovorax boronicumulans DE0202

GCF 002002705.1 Polaromonas sp C04 C04

GCF 006970865.1 Rhodoferax sp CHu59-6-5 CHu59-6-5
GCF 002001015.1 Polaromonas sp A23 A23

GCF 002379085.1 Polaromonas sp AET17H-212 AET17H-212
GCF 002379095.1 Polaromonas sp AER18D-145 AER18D-145
GCF 000013865.1 Polaromonas sp JS666 JS666

GCF 000282655.1 Polaromonas sp CF318 CF318

GCF 900103405.1 Polaromonas sp JS666 JS666 UNC47MFTsu3.1
GCF 900116715.1 Polaromonas sp YR568 YR568

GCF 003711205.1 Polaromonas sp SP1 SP1

GCF 009664225.1 Polaromonas sp Pch-P Pch-P

GCF 000688115.1 Polaromonas sp EUR312 1 EUR31.2.1
GCF 001598235.1 Polaromonas jejuensis NBRC 106434
GCF 900112285.1 Polaromonas sp OV174 OV174

GCF 000015505.1 Polaromonas naphthalenivorans CJ2
GCF 000709345.1 Polaromonas glacialis R3-9

GCF 000751355.1 Polaromonas sp CG9 12

GCF 001592265.1 Curvibacter delicatus NBRC 14919

GCF 001432305.1 Curvibacter sp PAE-UM PAE-UM

GCF 000600295.1 Hylemonella gracilis Niagara R

GCF 000211835.1 Hylemonella gracilis ATCC 19624

GCF 004328645.1 Hylemonella gracilis NS1

GCF 000013605.1 Rhodoferax ferrireducens DSM 15236
GCF 003347515.1 Rhodoferax sp OTU1

GCF 002017865.1 Rhodoferax fermentans JCM 7819

GCF 001938565.1 Rhodoferax antarcticus ANT.BR

GCF 001955735.1 Rhodoferax antarcticus DSMZ24876
GCF 003415675.1 Rhodoferax sp IMCC26218 IMCC26218
GCF 006974105.1 Rhodoferax sp Gr-4 Gr-4

GCF 000498435.1 Rhodoferax saidenbachensis ED16

GCF 001955715.1 Rhodoferax saidenbachensis DSM 22694
GCF 002163715.1 Curvibacter sp AEP1-3 AEP1-3

GCF 005876985.1 Rhodoferax sp GSA243-2 GSA243-2
GCF 002251855.1 Rhodoferax sp TH121 TH121

GCF 002943465.1 Rhodoferax sp TS-BS-61-7 TS-BS-61-7
GCF 007833165.1 Caenimonas sp HX-9-20 HX-9-20

GCF 001580455.1 Ramlibacter tataouinensis 5-10

GCF 003797765.1 Ramlibacter sp WS9 WS9

GCF 001044395.1 Caenimonas sp SL110 SL110

GCF 009646335.1 Caenimonas koreensis EMB320

GCF 000215705.1 Ramlibacter tataouinensis TTB310

GCF 004681965.1 Ramlibacter rhizophilus CCTCC AB2015357
GCF 000426125.1 Comamonadaceae bacterium URHA0028 URHA0028
GCF 009758015.1 Ramlibacter sp MAH-25 MAH-25

GCF 004681975.1 Ramlibacter sp 18x22-1 18x22-1

GCF 001424545.1 Ramlibacter sp Leaf400 Leaf400

GCF 004682015.1 Ramlibacter henchirensis DSM 14656
GCF 000745855.1 Xenophilus azovorans DSM 13620

GCF 003671765.1 Xenophilus sp E41 E41

GCF 005503065.1 Comamonadaceae bacterium ALPHA2B ALPHA2B
GCF 001476815.1 Pseudacidovorax intermedius NS331
GCF 900156165.1 Pseudacidovorax sp RU35E RU35E

GCF 000333675.2 Pseudacidovorax intermedius NH-1

GCF 003350475.1 Pseudacidovorax intermedius DSM 21352
GCF 001591385.1 Variovorax soli NBRC 106424

T GCF 004340105.1 Variovorax sp BT01 BT01

1|

o GCF 004217005.1 Variovorax sp BK119 BK119
B GCF 900114785.1 Variovorax sp OV329 OV329
GCF 901827165.1 Variovorax sp SRS16
T{ GCF 901827185.1 Variovorax sp PBL-E5
offe GCF 009765735.1 Xenophilus sp L33 L33
fite GCF 000620225.1 Variovorax sp URHB0020 URHB0020

GCF 900090195.1 Variovorax sp HW608 HW608
i GCF 900107745.1 Variovorax sp YR216 YR216
GCF 003984645.1 Variovorax sp MHTC-1 MHTC-1
GCF 900101545.1 Variovorax sp CF079 CF079
GCF 001984055.1 Variovorax sp KK3 KK3
GCF 002157355.1 Variovorax sp JS1663 JS1663
GCF 003014875.1 Variovorax sp WS11 WS11
GCF 010499245.1 Variovorax sp WS11 WS11
GCF 901827155.1 Variovorax sp PBL-H6
GCF 901827205.1 Variovorax sp PBS-H4
GCF 901827175.1 Variovorax sp RA8
GCF 001541225.1 Variovorax sp WDL1 WDL1
GCF 002891695.1 Variovorax sp B2 B2
GCF 002891725.1 Variovorax sp B4 B4
GCF 901846895.1 Variovorax sp WDL1
GCF 001577265.1 Variovorax sp PAMC 28711 PAMC 28711
GCF 006438775.1 Variovorax guangxiensis S06.C
GCF 006438845.1 Variovorax ginsengisoli S09.D
GCF 001399565.1 Variovorax paradoxus H090
GCF 900115375.1 Variovorax sp PDC80 PDC80
GCF 001424835.1 Variovorax sp Root318D1 Root318D1
{ GCF 900099805.1 Variovorax sp OV700 OV700
GCF 003984625.1 Variovorax sp DXTD-1 DXTD-1
GCF 009755665.1 Variovorax paradoxus CSUSB
B GCF 000463015.1 Variovorax paradoxus B4
GCF 001026885.1 Variovorax paradoxus TBEA6
! 14 GCF 003863415.1 Variovorax sp T529 T529
GCF 003951285.1 Variovorax sp 502 502

3 GCF 007828835.1 Variovorax sp T529 T529
odis GCF 000023345.1 Variovorax paradoxus S110
GCF 000377585.1 Variovorax paradoxus 4MFCol3.1
GCF 001591365.1 Variovorax paradoxus NBRC 15149
r GCF 003581445.1 Acidovorax cavernicola 1011MAR4D40.2
GCF 001426505.1 Variovorax sp Root473 Root473
- GCF 002849325.1 Variovorax sp RO1 RO1

GCF 002754375.1 Variovorax sp 54 54
gs GCF 009498455.1 Variovorax paradoxus 5C-2
GCF 002291405.1 Variovorax boronicumulans J1
GCF 001752345.1 Variovorax boronicumulans PHE5-1
GCF 001753775.1 Variovorax boronicumulans PHE5-4
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T odis GCF 002303955.1 Variovorax boronicumulans ACN3
e GCF 006323185.2 Variovorax sp KBS0712 KBS0712
odbs F* GCF 001591345.1 Variovorax boronicumulans NBRC 103145
0491 GCF 009811355.1 Variovorax boronicumulans c24

GCF 009811375.1 Variovorax boronicumulans HAB-30

GCF 000184745.1 Variovorax paradoxus EPS

A GCF 000834655.1 Variovorax paradoxus MEDVA23

GCF 900115685.1 Variovorax sp 770b2 770b2
GCF 003852515.1 Variovorax sp KBW07 KBWO07

{ GCF 900100965.1 Variovorax sp EL159 EL159

0z GCF 001645605.1 Variovorax paradoxus KB5

ﬂ GCF 003019815.1 Variovorax sp PMC12 PMC12

GCF 003053685.1 Variovorax sp GV040 GV040

il GCF 004345975.1 Variovorax sp GV051 GV051

447 GCF 003253535.1 Variovorax sp GV004 GV004

5 GCF 003217395.1 Variovorax sp GV035 GV035

GCF 003208625.1 Variovorax sp GV042 GV042
GCF 003096925.1 Variovorax sp GV014 GV014

T{ GCF 004341565.1 Variovorax sp GV008 G008

i GCF 900115445.1 Variovorax sp OK605 OK605

1 GCF 900109235.1 Variovorax sp OK202 OK202

GCF 900112425.1 Variovorax sp OK212 OK212

{ GCF 001425205.1 Variovorax sp Root411 Root411

GCF 000282635.1 Variovorax sp CF313 CF313
GCF 001426595.1 Variovorax sp Root434 Root434
- GCF 004216615.1 Variovorax sp BK460 BK460
GCF 900106655.1 Variovorax sp YR634 YR634

i GCF 900107295.1 Variovorax sp YR266 YR266
° “fﬁ GCF 900111625.1 Variovorax sp OV084 OV084
e GCF 900215425.1 Variovorax sp YR752 YR752
GCF 003950725.1 Variovorax sp 553 553
j GCF 003952185.1 Variovorax sp 679 679
197

GCF 005502705.1 Variovorax sp 3P27G3 3P27G3
GCF 900109805.1 Variovorax sp YR750 YR750

1 GCF 003965815.1 Variovorax gossypii DSM 100435

" GCF 900107915.1 Variovorax sp NFACC28 NFACC28
GCF 900108265.1 Variovorax sp NFACC29 NFACC29
GCF 900112125.1 Variovorax sp NFACC26 NFACC26
GCF 900113295.1 Variovorax sp NFACC27 NFACC27
r GCF 003952165.1 Variovorax guangxiensis DSM 27352
GCF 000382045.1 Variovorax paradoxus 110B

GCF 003955655.1 Variovorax sp 369 369

GCF 007829135.1 Variovorax sp 1180 1180

GCF 004341865.1 Variovorax sp BK151 BK151

GCF 004346025.1 Variovorax sp BK370 BK370
Comamonas BIGb0172.fha

T GCF 004364775.1 Comamonas sp JUb58 JUb58

GCF 000410635.1 Comamonas sp B-9 B-9

GCF 003105075.1 Comamonas sp JNW JNW

GCF 001515545.1 Comamonas terrigena NBRC 13299
GCF 002554425.1 Comamonas terrigena FDAARGOS 394
GCF 006740045.1 Comamonas terrigena NBRC 13299
GCF 900461435.1 Comamonas terrigena NCTC1937
GCF 009668305.1 Comamonas sp CAH-2 CAH-2
GCF 000935165.2 Comamonas aquatica CJG

GCF 000590985.1 Comamonas aquatica DA1877
GCF 000739875.1 Comamonas aquatica NBRC 14918
GCF 008801935.1 Comamonas kerstersii CCUG 15333
GCF 002056725.1 Comamonas kerstersii 8943

GCF 001294445.1 Comamonas kerstersii J29

GCF 001482805.1 Comamonas kerstersii 12322-1
GCF 002002425.1 Comamonas kerstersii 202149
GCF 002002445.1 Comamonas kerstersii 121606
— GCF 000429845.1 Comamonas composti DSM 21721
GCF 000018665.1 Delftia acidovorans SPH-1

GCF 001622915.1 Delftia sp GW456-R20 GW456-R20
GCF 006716215.1 Delftia sp HK171 HK171

r GCF 000741825.1 Delftia acidovorans 2167

T GCF 001598795.1 Delftia acidovorans NBRC 14950
GCF 001682645.1 Delftia sp JD2 JD2

GCF 002193035.1 Delftia sp K82 K82

GCF 000214395.1 Delftia sp Cs1-4 Cs1-4

GCF 002754395.1 Delftia sp 60 60

Lrotfss GCF 002443055.1 Delftia acidovorans RAY209

GCF 003752215.1 Delftia acidovorans JUb8

GCF 900215545.1 Delftia acidovorans ATCC 11299b
o GCF 002751115.2 Delftia acidovorans B15

GCF 001886655.1 Delftia sp HK171 HK171

GCF 000632165.1 Delftia sp RIT313 RIT313

GCF 000411215.1 Delftia acidovorans CCUG 15835
GCF 008725625.1 Delftia sp BR1 BR1

GCF 900078185.1 Delftia acidovorans

" GCF 000972325.1 Delftia tsuruhatensis CM13

B GCF 001753225.1 Delftia tsuruhatensis CM13

GCF 001017795.1 Delftia lacustris LZ-C

GCF 000799035.1 Delftia sp ZNC0008 ZNC0008

GCF 009362995.1 Delftia tsuruhatensis TR1180

GCF 000710145.1 Delftia sp 670 670

GCF 900107225.1 Delftia lacustris LMG 24775

GCF 001571325.1 Delftia tsuruhatensis NBRC 16741
GCF 900111975.1 Delftia tsuruhatensis LMG 29104
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0825 GCF 001021565.1 Delftia tsuruhatensis MTQ3

o6 GCF 000710165.1 Delftia tsuruhatensis 391

0473 GCF 000411195.1 Delftia acidovorans CCUG 274B
ogea GCF 009827015.1 Delftia sp CH05 CHO5

GCF 004353655.1 Delftia tsuruhatensis 11304

GCF 001544075.1 Comamonas terrae NBRC 106524
GCF 900564145.1 Comamonas sp Ik Ik

GCF 003569915.1 Comamonas testosteroni SWCO2
GCF 008727115.1 Comamonas testosteroni NFYY023
GCF 002754475.1 Comamonas sp 26 26

GCF 000801735.1 Comamonas testosteroni ZNC0007
GCF 000739375.1 Comamonas testosteroni TK102

GCF 000168855.1 Comamonas testosteroni KF-1

o GCF 000241245.1 Comamonas testosteroni NBRC 100989
GCF 001189895.1 Comamonas testosteroni 12

GCF 008121565.1 Comamonas sp Z3 Z3

GCF 000761245.1 Comamonas testosteroni JL40

L GCF 001266835.1 Comamonas testosteroni WDL7

GCF 001541245.1 Comamonas testosteroni WDL7

GCF 003350425.1 Comamonas sp AG1104 AG1104
GCF 000241525.1 Comamonas testosteroni ATCC 11996
GCF 000740035.1 Comamonas testosteroni NBRC 14951
GCF 900461225.1 Comamonas testosteroni NCTC10698
GCF 002157685.1 Comamonas testosteroni R2

GCF 008326825.1 Comamonas testosteroni TA441

GCF 000093145.3 Comamonas thiooxydans CNB-1 substr. CNB-2
GCF 002189475.1 Comamonas thiooxydans QT12

GCF 000813605.1 Comamonas thiooxydans R17B

odks GCF 001294075.1 Comamonas testosteroni KF712

GCF 001406795.1 Comamonas testosteroni

GCF 000980855.1 Comamonas thiooxydans KY3

GCF 008121555.1 Comamonas sp Z1 Z1

GCF 000178915.1 Comamonas thiooxydans S44

GCF 004522605.1 Comamonas sp A23 A23

GCF 001640845.1 Comamonas thiooxydans PHE2-6
GCF 000761235.1 Comamonas thiooxydans JC8

GCF 000761315.1 Comamonas thiooxydans JC13

0fe GCF 008274675.1 Comamonas thiooxydans JC12

GCF 000761255.1 Comamonas thiooxydans JC12

GCF 000761265.1 Comamonas thiooxydans JC9

GCF 000761355.1 Comamonas thiooxydans DF1

GCF 000761375.1 Comamonas thiooxydans DS1

GCF 000761395.1 Comamonas thiooxydans DF2

04§75 GCF 001010305.1 Comamonas sp E6 E6

e GCF 000761335.1 Comamonas thiooxydans JL14

og7e GCF 000761415.1 Comamonas thiooxydans D4

0507 GCF 000964545.1 Comamonas thiooxydans DSM 17888

GCF 001418295.1 Comamonas thiooxydans DSM 17888
GCF 001517325.1 Comamonas thiooxydans DSM 17888
GCF 001298675.1 Acidovorax caeni R-24608

GCF 900116825.1 Acidovorax caeni R-24608

GCF 002894305.1 Comamonadaceae bacterium CD01 CD0O1
GCF 000484635.1 Comamonas badia DSM 17552

GCF 007954405.1 Comamonas sp NLF-7-7 NLF 7-7

GCF 000282995.1 Melaminivora alkalimesophila CY1

GCF 003182375.1 Melaminivora alkalimesophila DSM 26006
GCF 003013695.1 Pulveribacter suum SC2-7

GCF 003008575.1 Melaminivora sp SC2-9 SC2-9

GCF 900103645.1 Oryzisolibacter propanilivorax EPL6

GCF 000400995.2 Acidovorax sp MR-S7 MR-S7

GCF 002250385.2 Alicycliphilus denitrificans BQ1

GCF 000204645.1 Alicycliphilus denitrificans K601

GCF 002894355.1 Alicycliphilus denitrificans CD02

GCF 000179015.2 Alicycliphilus denitrificans BC

GCF 000974645.1 Alicycliphilus sp B1 B1

GCF 001023515.1 Diaphorobacter sp J5-51 J5-51

GCF 002916785.1 Diaphorobacter sp LR2014-1 LR2014-1
GCF 000015545.1 Acidovorax sp JS42 JS42

GCF 002214645.1 Diaphorobacter polyhydroxybutyrativorans SL-205
GCF 000022305.1 Acidovorax ebreus TPSY

GCF 003755025.1 Diaphorobacter nitroreducens DSM 15985
GCF 001424265.1 Acidovorax sp Leaf160 Leaf160

GCF 900113035.1 Acidovorax wautersii DSM 27981

GCF 900102625.1 Acidovorax valerianellae DSM 16619
GCF 003269065.1 Acidovorax anthurii CFPB 3232

GCF 900112675.1 Acidovorax konjaci DSM 7481

GCF 900100305.1 Acidovorax citrulli DSM 17060

GCF 000968215.1 Acidovorax citrulli twé

GCF 001593665.2 Acidovorax citrulli M6

GCF 000948135.1 Acidovorax citrulli pslb65

GCF 002441975.1 Acidovorax citrulli KACC17005

GCF 009758115.1 Acidovorax citrulli T1

GCF 003096435.1 Acidovorax citrulli AAC00-1 #5684

ofges GCF 000015325.1 Acidovorax citrulli AAC00-1

=y GCF 003387255.1 Acidovorax citrulli AAC00-1 #5596

GCF 003664145.1 Acidovorax citrulli AAC00-1 #5593

GCF 003029845.1 Acidovorax cattleyae CAT98 1

5 ﬂ GCF 900104515.1 Acidovorax cattleyae DSM 17101
GCF 003029725.1 Acidovorax avenae MD5
o9 GCF 003029785.1 Acidovorax avenae SH7
GCF 003029905.1 Acidovorax avenae KL3
r GCF 000218805.1 Acidovorax oryzae RS-1

GCF 000687165.1 Acidovorax oryzae ATCC 19882
GCF 003029825.1 Acidovorax avenae AA99 2
GCF 003030005.1 Acidovorax avenae
ode2 GCF 000176855.2 Acidovorax avenae ATCC 19860

f GCF 003029685.1 Acidovorax avenae AA81 1
GCF 003029805.1 Acidovorax avenae AA78 5
GCF 001282395.1 Acidovorax avenae T10 61
GCF 000688255.1 Simplicispira psychrophila DSM 11588
GCF 900111115.1 Giesbergeria anulus ATCC 35958
GCF 003568725.1 Simplicispira metamorpha NBRC 13960
GCF 004341365.1 Simplicispira metamorpha DSM 1837
GCF 003008595.1 Simplicispira suum SC1-8
GCF 003570885.1 Simplicispira sp NY-02 NY-02
GCF 003096555.1 Simplicispira sp 125 125
GCF 003387115.1 Simplicispira sp 110 110
GCF 003604195.1 Simplicispira lacusdiani CPCC 100842
GCF 010020825.1 NA 210-6
GCF 000739995.1 Comamonas granuli NBRC 101663
GCF 007655255.1 Extensimonas sp HX2-24 HX2-24
GCF 003337425.1 Extensimonas vulgaris DSM 100911
GCF 007830535.1 Extensimonas vulgaris CGMCC 1.10977
GCF 007996985.1 Extensimonas vulgaris S4
GCF 000175235.1 Acidovorax delafieldii 2AN
GCF 000426205.1 Acidovorax sp JHL-9 JHL-9
GCF 900107605.1 Acidovorax soli DSM 25157
GCF 000526295.1 Acidovorax sp JHL-3 JHL-3
GCF 003345135.1 Acidovorax sp BoFeN1 BoFeN1
GCF 002176815.1 Acidovorax sp T1 T1
GCF 002193515.1 Acidovorax sp Tdm T1m
GCF 002157125.1 Acidovorax carolinensis P4
GCF 002157185.1 Acidovorax carolinensis P3
GCF 002157165.1 Acidovorax carolinensis NA2
GCF 002157145.1 Acidovorax carolinensis NA3
GCF 001428645.1 Acidovorax sp Root217 Root217
GCF 001428665.1 Acidovorax sp Root219 Root219
GCF 007828905.1 Acidovorax radicis 2721A
GCF 000276605.1 Acidovorax sp CF316 CF316
GCF 003053545.1 Acidovorax sp CF301 CF301
GCF 003663825.1 Acidovorax sp 106 106
GCF 003669015.1 Acidovorax sp 1608163
GCF 002749705.1 Acidovorax sp 56 56
GCF 002754495.1 Acidovorax sp 62 62
GCF 000935585.1 Acidovorax temperans KY4
GCF 006716905.1 Acidovorax temperans DSM 7270
GCF 001556325.1 Comamonadaceae bacterium CCH12-A10 CCH12-A10
GCF 001556405.1 Comamonadaceae bacterium CCH4-C5 CCH4-C5
GCF 000015565.1 Verminephrobacter eiseniae EF01-2
GCF 000193225.1 Verminephrobacter aporrectodeae At4
— GCF 001714725.1 Acidovorax sp RACO1 RACO1
4 GCF 001422735.1 Acidovorax sp Leaf78 Leaf78
T GCF 001422105.1 Acidovorax sp Leaf84 Leaf84
GCF 001422065.1 Acidovorax sp Leaf76 Leaf76
GCF 001424425.1 Acidovorax sp Leaf191 Leaf191
— GCF 000238595.1 Nocardioides sp SLBN-35 NO-1
— GCF 006715665.1 Nocardioides sp SLBN-35 NO-1
o GCF 001411535.1 Acidovorax sp SD340 SD340

]

o
£
o
8
H

GCF 003634645.1 Acidovorax sp 94 94
GCF 003633835.1 Acidovorax sp 93 93
GCF 001428965.1 Acidovorax sp Root275 Root275
T GCF 001429215.1 Acidovorax sp Root267 Root267
o4 GCF 000204195.1 Acidovorax radicis N35
GCF 000204215.1 Acidovorax radicis N35v
GCF 003852545.1 Acidovorax sp FJL06 FJL0O6
GCF 005405905.1 Acidovorax sp NB1 NB1
GCF 001633105.1 Acidovorax sp GW101-3H11 GW101-3H11
GCF 003060895.1 Acidovorax sp HMWF029 HMWF029
ot GCF 002245625.1 Acidovorax kalamii KNDSW-TSA6
— GCF 002797445.1 Acidovorax sp 69 69
GCF 001428225.1 Acidovorax sp Root70 Root70
A GCF 003058055.1 Acidovorax sp 107 107
GCF 001556145.1 Acidovorax delafieldii CCH3-G3

! [ GCF 000302535.1 Acidovorax sp KKS102 KKS102
°e GCF 003231145.1 Acidovorax sp ST3 ST3
o6 GCF 003096455.1 Acidovorax sp 99 99

GCF 001427445.1 Acidovorax sp Root568 Root568
GCF 003688355.1 Acidovorax sp 100 100

GCF 007993815.1 Acidovorax delafieldii DSM 64

GCF 001425125.1 Acidovorax sp Root402 Root402
GCF 003061035.1 Acidovorax sp HMWF018 HMWF018
GCF 002754175.1 Acidovorax sp 59 59

GCF 002846435.1 Acidovorax sp 30 30
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