
Figure S4: Pairwise phenotypic Euclidian distances plotted against pairwise Euclidian genetic distances for all 

available traits. Genetic Euclidian distances were calculated based on the 100 most significantly associated SNP 

markers to the trait as given by the GWAS.  

Pairwise phenotypic Euclidian distances plotted against pairwise Euclidian genetic distances for all available 

traits (one page for each trait). Genetic Euclidian distances were calculated based on the 100 most significantly 

associated SNP markers to the trait as given by the GWAS (Genome-Wide-Association-Study). A full 

description of the traits is available in File S1. 




































































































































































































































































































