Suppl. Table 2. Haloferax volcanii genome-wide base substitution and inserion-deletion (indel) summary statistics

Substitutions Indels
MA Total Base- Indel
Line Transitions Transversions TSIV ites Gen.  sub Rate
Ins. Del. * Rate
GC>AT AT>GC AT>TA GC>TA AT>CG GC>CG

Hv1l 3 5E-10 0 0 0 0 1 1.5E-10 0 0 0 0 0 0 1 1E-10 3 3E+06 3384 4E-10 1E-10
Hv2 2 3E-10 2 5E-10 0 0 0 0 0 0 0 0 0 0 0 0 3E+06 3456 4E-10 0
Hv4 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3E+06 3456 0 0
Hv5 1 1E-10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3E+06 3456 1E-10 0
Hv7 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1E-10 3E+06 3072 0 1E-10
Hv8 2 3E-10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3E+06 3384 2E-10 0
Hv16 2 3E-10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3E+06 3504 2E-10 0
Hv17 0 0 0 0 0 0 1 1.5E-10 0 0 0 0 0 0 1 9E-11 0 3E+06 3528 9E-11 9E-11
Hv18 2 3E-10 0 0 1 3E-10 1 1.5E-10 0 0 0 0 0 0 2 2E-10 1 3E+06 3312 4E-10 2E-10
Hv19 1 2E-10 0 0 0 0 0 0 0 0 0 0 0 0 1 1E-10 3E+06 3288 1E-10 1E-10
Hv20 0 0 1 3E-10 1 3E-10 1 1.6E-10 0 0 0 0 0 0 1 1E-10 0.5 3E+06 3168 3E-10 1E-10
Hv21 1 2E-10 0 0 1 3E-10 1 1.7E-10 0 0 0 0 0 0 0 0 0.5 3E+06 3096 3E-10 0
Hv22 0 0 0 0 1 3E-10 0 0 0 0 0 0 0 0 0 0 0 3E+06 2832 1E-10 0
Hv23 1 2E-10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 3E+06 3240 1E-10 0
Hv25 2 3E-10 0 0 0 0 2 3.1E-10 0 0 0 0 0 0 1 1E-10 1 3E+06 3360 4E-10 1E-10
Hv26 0 0 1 3E-10 0 0 1 1.5E-10 0 0 1 2E-10 0 0 0 0 0.5 3E+06 3360 3E-10 0
Hv29 3 5E-10 0 0 0 0 1 1.6E-10 0 0 1 2E-10 0 0 0 0 1.5 3E+06 3168 5E-10 0
Hv30 1 2E-10 0 0 1 3E-10 1 1.5E-10 0 0 0 0 0 0 0 0 0.5 3E+06 3360 3E-10 0
Hv32 0 0 1 3E-10 1 3E-10 1 1.5E-10 0 0 0 0 0 0 0 0 0.5 3E+06 3312 3E-10 0
Hv33 5 8E-10 0 0 2 6E-10 2 3.2E-10 0 0 0 0 0 0 2 2E-10 1.25 3E+06 3240 9E-10 2E-10
Hv34 1 2E-10 0 0 2 6E-10 1 1.5E-10 0 0 0 0 0 0 1 1E-10 0.33 3E+06 3336 4E-10 1E-10
Hv35 0 0 0 0 0 0 2 3.1E-10 0 0 0 0 0 0 1 1E-10 0 3E+06 3288 2E-10 1E-10
Hv41 0 0 0 0 0 0 0 0 0 0 1 2E-10 0 0 0 0 0 3E+06 3216 1E-10 0
Hv42 1 2E-10 0 0 1 3E-10 0 0 0 0 0 0 0 0 1 1E-10 1 3E+06 3192 2E-10 1E-10
Hv43 3 5E-10 0 0 1 3E-10 0 0 0 0 0 0 0 0 0 0 3 3E+06 3360 4E-10 0
Hv44 1 2E-10 1 3E-10 0 0 0 0 0 0 0 0 1 1E-10 0 0 3E+06 2904 2E-10 1E-10
Hv45 3 5E-10 1 3E-10 0 0 1 1.6E-10 0 0 0 0 0 0 1 1E-10 4 3E+06 3120 5E-10 1E-10
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* Ts/Tv is the transition/transversion ratio.

** SEM is the standart error.



