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Figure S7. Draft assemblies of the Jean-Talon strain yield mixed support for the translocation between
chromosomes Il and XI. (A) The reference S288C PacBio assembly, (B) contigs of a draft assembly using widbg2
with reads longer than 8 kb, (C) contigs of a draft assembly using Canu with reads longer than 8 kb and (D) unitigs of
the latter draft assembly were aligned against the polished wtdbg2 assembly (Figure S4). The red shaded area
corresponds to the translocation locus. The Canu unitig at the translocation junction (tig00000035) harbors a full-length
Ty2 element. Whole-genome coordinates in Mb are shown on the axes.



