CHuangzaosi TTGTCAGIGIGIGCGGIGTA GG’ GGITC! AG G GCICITCTGARALG! 100

Rels GTCAGTIGIGTIGCC GITC C AEEFAFAII TI A ~TAAI .y GCTICTITCTGRARAG 100
Consensus

CHuangzaosi 200
A6l9 200
Consensus

CHuangzaosi 296
ABl9 300
Consensus taaatacttagtttaataaccttgcactgccgcagtagcccttaactgctgc tatctatctcttttctgaaggaaaaaaaaggtttgatactcctc
CHuangzaosi 306
Reld 400
Consensus

CHuangzaosi 496
Ael9 500

Consensus
CHuangzaosi
n6ls
Consensus

CHuangzaosi
A6lS
Consensus
CHuangzaosi
Rels
Consensus

CHuangzaosi
A6l9
Consensus

@00

CHuangzaosi
2619
Consensus

CHuangzaosi
Reld
Consensus

CHuangzaosi
Ael9
Consensus
CHuangzaosi
A6l9
Consensus

1296
1300

CHuangzaosi
2619
Consensus

CHuangzaosi 1498
Reld 1499
Consensus

CHuangzaosi 1577
Rels 1539
Consensus ggctcaccgagaagt ac goCCLCALECacCLCatacccaacgttac aaggtcg:ac

CHuangzaosi
pYE]
Consensus aattcacggttc ttgttgtttattttttgcgcactg:agactgataggg:gacggtga:ctcgga

CHuangzaosi
n619
Consensus

CHuangzaosi
Rels
Consensus
CHuangzaosi
Rels
Consensus

CHuangzaosi CTCTCRAATCTACATGTICARC
REls G T BBRTCTACATGTTIC
Consensus

2071

CHuangzaosi CTGTA C GITIC
helg AGGTTTC
Consensus

CHuangzaosi
aE19

Consensus

CHuangzaosi GAG C AGTGG' C CTITGRARTITCIAGCIA CTag C 2333
REl3 G. CTITGAATTIICT.

Consensus gagrgCagrggccggtaggctgatggaagtggtgyacgagtactaggctaccatgcacttgaatttCtagCtagotctac  gtaccgogotyctatgaa
CHuangzaosi C’ C fjac G TICTATCTT

Rhelg C’ TTICTATCTTTG!

Consensus :::agctatagcgttt:ttggatgaaag act.agtt.agt.v:gv:t.acct.tctat.ct.v:t.gctt.caat.t.aaatccgcttgctcgttacagactgagtttgtt

CHuangzaosi TCTARATGTCRAGGTTGTTTITGG
RE1S TCTRRATGTC GGTTGTTTT(
Consensus

Figure S1 Sequence alignment of GRMZM2G021276 between CHuangzaosi and A619



