Figure S2
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Estimated power and false-discovery rate for discovering observed SNPs with effects in at least one sex. Estimated power (left) and FDR (right) shown as a function of the number of SNPs selected. Each point represents a sample average and error bars represent 95% confidence intervals, each derived using 30 Monte Carlo replicates. LBR (SNP): local Bayesian regression, utilizing . SMR: single-marker regression, utilizing the F-test-based p-value.
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