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Figure S2: Loss of tDNA-tDNA interactions via Brn1 depletion has no effect on replisome
progression at tDNAs.

Replisome direction around tDNAs transcribed in either direction, >5kb away from the closest origin,
that lost homotypic interchromosomal interactions after Brn1 depletion (n=25) (Paul et al., 2018). WT:
Dox-repressible CDC9 strain congenic with rrm3A.



