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Table S1. Heritability for each trait in the two progeny populations.
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Dpi = Days post inoculation, SE = standard error.

Table S2. Significant QTLs identified in mapping populations for growth-related traits under oxidative stress.
[image: ]Dpi = Days post inoculation, Chr = Chromosome, Var. = Variation explained.


Table S3. Significant QTLs identified in mapping populations for melanization-related traits under oxidative stress.
[image: ] Dpi = Days post inoculation, Chr = Chromosome, Var. = Variation explained.
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Cross Phenotype Dpi Condition Heritability SE
Radius 8 H2O2 0.96 4.54E-03
Melanization 8 H2O2 0.92 8.25E-03
Radius 8 Control 0.98 2.61E-03
Melanization 8 Control 0.97 3.70E-03
Radius 12 H2O2 0.94 6.44E-03
Melanization 12 H2O2 0.75 2.30E-02
Radius 12 Control 0.94 6.50E-03
Melanization 12 Control 0.75 2.30E-02
Relative radius 8 - 0.94 6.38E-03
Relative melanization 8 - 0.93 7.52E-03
Relative radius 12 - 0.86 1.38E-02
Relative melanization 12 - 0.56 3.44E-02
Growth rate 8-12 Control 0.84 1.55E-02
Melanization rate 8-12 Control 0.74 2.34E-02
Growth rate 8-12 H2O2 0.95 5.33E-03
Melanization rate 8-12 H2O2 0.89 1.12E-02
Radius 8 H2O2 0.95 5.01E-03
Melanization 8 H2O2 0.96 4.73E-03
Radius 8 Control 0.97 2.81E-03
Melanization 8 Control 0.98 2.58E-03
Radius 12 H2O2 0.93 7.25E-03
Melanization 12 H2O2 0.93 7.78E-03
Radius 12 Control 0.94 6.02E-03
Melanization 12 Control 0.90 1.00E-02
Relative radius 8 - 0.94 6.34E-03
Relative melanization 8 - 0.96 4.19E-03
Relative radius 12 - 0.70 2.61E-02
Relative melanization 12 - 0.70 2.65E-02
Growth rate 8-12 Control 0.93 6.96E-03
Melanization rate 8-12 Control 0.92 8.64E-03
Growth rate 8-12 H2O2 0.92 8.15E-03
Melanization rate 8-12 H2O2 0.91 8.91E-03
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Cross Dpi Phenotype Chr Highest 
LOD



Var. 
(%)



Confidence Interval 
(bp)



Number of 
genes



Radius 1 4 10 1917295-2665777 284
Radius 3 6 5 465107-1344743 231
Radius 8 16 25 496559-578252 35
Radius 12 5 4 713778-1226988 186



Relative radius 1 4 8 113674-2673787 924
Relative radius 8 5 9 496559-725838 85



Radius 3 5 7 332829-1344743 268
Radius 8 13 20 481495-725934 91
Radius 12 5 4 562413-1335684 255



Growth rate 3 4 3 315753-1776842 446
Growth rate 8 12 15 375513-386678 46
Growth rate 12 4 4 1072240-1335684 95



Relative growth rate 2 5 7 1313707-1795079 157
Relative growth rate 3 8 11 1344743-1805312 177
Relative growth rate 8 4 5 363425-921671 209
Relative growth rate 12 6 4 1110580-1334901 82



Radius 1 6 9 1246555-2072715 262
Radius 8 5 7 490639-1270391 249



Relative radius 1 5 8 5256728-5576484 104
Relative radius 3 4 6 2728433-3202239 156
Relative radius 7 4 5 1363626-1930081 201
Relative radius 10 15 21 749521-758289 5



Radius 3 6 7 2983747-3365135 135
Radius 8 4 10 843926-1221280 157
Radius 11 8 17 396305-741998 114



Relative radius 7 4 5 1045212-2000292 324
Relative radius 10 10 16 751761-937114 74



Growth rate 3 5 8 2971359-3434478 158
Growth rate 11 7 11 468942-747921 91



Relative growth rate 10 5 8 804952-1126067 124
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Cross Dpi Phenotype Chr Highest 
LOD



Var. 
(%) Confidence Interval (bp) Number of 



genes
Melanization 2 5 7 1143264-2012855 289
Melanization 3 6 7 989845-2423028 465
Melanization 8 6 7 412471-578262 59
Melanization 12 6 4 826942-1258185 162



Relative melanization 1 4 5 262715-733242 136
Relative melanization 2 11 16 1589560-1793667 67
Relative melanization 3 5 4 355274-1696140 410
Relative melanization 8 7 10 114401-346112 78



Melanization 2 6 10 1221106-1599662 127
Melanization 3 4 6 355472-1344743 264
Melanization 6 4 6 1041770-1583118 165



Relative melanization 3 5 10 234329-1325422 289
Melanization rate 1 4 5 3312640-5153891 672
Melanization rate 2 5 9 1161719-1638450 168
Melanization rate 6 4 6 1175669-1739709 170



Relative melanization rate 2 4 6 418377-2863229 847
Relative melanization rate 3 9 13 409872-1344743 247
Relative melanization rate 8 4 4 20836-1430931 511



Melanization 7 4 7 529943-652007 50
Melanization 8 4 6 843926-1904021 411



Relative melanization 10 8 15 751761-915990 64
Relative melanization 11 5 10 396287-577356 56



Melanization 1 4 4 1021469-5027068 1421
Melanization 11 10 14 514048-879885 126



Melanization rate 1 4 5 1500526-4800362 1169
Melanization rate 11 9 13 498087-869284 126



Relative melanization rate 8 4 5 974947-2093649 437
Relative melanization rate 10 4 7 743319-1151874 158
Relative melanization rate 11 3 6 311631-1064575 248
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