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Figure S2. QPCR analysis

Quantitative PCR analysis of sfl, ttv, and park mRNA. The left panel shows the levels of sfl
MRNA in animals bearing a sflossas null allele recombined onto a parkazs bearing chromosome.
Middle and right panels show the levels of ttv and park mRNA levels in animals used for the
genetic interaction experiments described. Control animals were UAS-wrnai (without any Gal4
driver) that had been used as a control in a number of the RNAIi experiments.



