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Figure S9. Verification of double, triple, and quadruple deletion strains of chromatin modifier genes cac2, crc1, 
rtt106, and smc1 by Southern blot analysis. A. Overview of the corresponding deletion loci. EcoRV (Eco32I) restric-
tion sites and the hph probe used for Southern blot analysis are indicated. B. Southern blot analysis with the hph 
probe. Expected signals for the four gene deletions are indicated below and were detected in the corresponding 
mutant strains. Single deletion strains were used as controls and are shown on the right. The figure shows only 
strains where the expected signals were detected, other samples were left out (indicated by dashed lines to separate 
different sections of autoradiograms).


