

[bookmark: _GoBack]TABLE S6
Fertility phenotypes of (B6.Fmr1nb- x PWD) F1 and (B6.DX.1s.Fmr1nb- x PWD)F1 male hybrids


*Significantly different from wild type, P < 0.001, t -test; N.D. not determined;
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F1 Hybrid Number Testes weight 

[mg]

Sperm Count 

[x106]

Sperm Head Malformation 

[%]

(B6.Fmr1nb- x PWD)F1 8 82.5 ± 7.62 2.73 ± 2,78 45 ± 9

(B6.Fmr1nbB6 x PWD)F1 9 82.2 ± 8.22 2.93 ± 3,78 47 ± 8

(B6.DX.1s.Fmr1nb- x PWD)F1 10 59.3 ± 4.1* 0.01  ±  0,04 N.D.

(B6.DX.1s.Fmr1nbPWD x PWD)F1 6 67.7 ± 3.5* 0.01 ± 0,01 N.D.
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				Microsatelite						position		PWD		B6 

				marker		forward primer (5' to 3')		reverse primer (5' to 3')		(GRCm38/mm10)		 length (bp)		length (bp)

				MIT55		CTGCTTCCAGAATATTATCACTACTCC		AAAACATCCATTTATGTTAACACACA		ChrX:7360056-7360192		120		137

				MIT81		GAGGAGCATCAACCTTCTCG 		GAGGTGGGGAGAAACAGAGG		ChrX:36201307-36201506		190		197

				MIT73		GTGCACATTTGTGTGTGTATGC 		ACATGAAAGTTAGAAAGAGACCCG		ChrX:59656746-59656858		130		113

				SX65100		AAAAAGGCTGCTGGAAGTCA		ATGAGGCTGGGATTCTTCCT		ChrX:65100392-65100563		162		172

				SX68233		TGTGAAGTGAGGGCAGTTTG		GCTCTCCCTTTCATCGTCAA		ChrX:68233480-68233728		160		249

				SX69084		AGGCCTTCTGGGCTTATCTC		AAAGCTCATGGATGAGAAAACA		ChrX:69084174-69084417		232		244

								Number				Testes weight [mg]		Sperm Count [x106]				Sperm Head Malformation [%]

						F1 Hybrid

						(B6.Fmr1nb- x PWD)F1				8		82.5 ± 7.62				2.73 ± 2,78		45 ± 9

						(B6.Fmr1nbB6 x PWD)F1				9		82.2 ± 8.22				2.93 ± 3,78		47 ± 8

						(B6.DX.1s.Fmr1nb- x PWD)F1				10		59.3 ± 4.1*				0.01  ±  0,04		N.D.

						(B6.DX.1s.Fmr1nbPWD x PWD)F1				6		67.7 ± 3.5*				0.01 ± 0,01		N.D.

										Testes weight [mg]		Sperm Count [x106]				Sperm Head Malformation [%]

						F1 Hybrid		Number

						(B6.Fmr1nb- x PWD)F1		8		82.5 ± 7.62				2.73 ± 2,78		45 ± 9

						(B6.Fmr1nbB6 x PWD)F1		9		82.2 ± 8.22				2.93 ± 3,78		47 ± 8

						(B6.DX.1s.Fmr1nb- x PWD)F1		10		59.3 ± 4.1*				0.01  ±  0,04		N.D.

						(B6.DX.1s.Fmr1nbPWD x PWD)F1		6		67.7 ± 3.5*				0.01 ± 0,01		N.D.



						F1 Hybrid		Number				Sperm Count [x106]		Sperm Head Malformation [%]

						(B6.Fmr1nb- x PWD)F1		8		82.5 ± 7.62		2.73 ± 2,78		45 ± 9

						(B6.Fmr1nbB6 x PWD)F1		9		82.2 ± 8.22		2.93 ± 3,78		47 ± 8

						(B6.DX.1s.Fmr1nb- x PWD)F1		10		59.3 ± 4.1*		0.01  ±  0,04		N.D.

						(B6.DX.1s.Fmr1nbPWD x PWD)F1		6		67.7 ± 3.5*		0.01 ± 0,01		N.D.



						F1 Hybrid		Number		Testes weight [mg]		Sperm Count [x106]		Sperm Head Malformation [%]

						(B6.Fmr1nb- x PWD)F1		8		82.5 ± 7.62		2.73 ± 2,78		45 ± 9

						(B6.Fmr1nbB6 x PWD)F1		9		82.2 ± 8.22		2.93 ± 3,78		47 ± 8

						(B6.DX.1s.Fmr1nb- x PWD)F1		10		59.3 ± 4.1*		0.01  ±  0,04		N.D.

						(B6.DX.1s.Fmr1nbPWD x PWD)F1		6		67.7 ± 3.5*		0.01 ± 0,01		N.D.
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Microsatelite position PWD 86

marker __ forward primer (50 3] reverse primer (5't03] (GRCm3s/mmto) length () tength (bg)
MITSs  CIGCTTCCAGAATATTATCACTACICC ARAACATCCATITATGTTAACACACA _Choc7a60ls6-7360152 120 137
TSI GAGGAGCATCAACCTICICS ‘GAGGTGGGGAGARACAGAGG Chocso0rI0006 190 197
M3 GIGCACATITGIGIGIGTATGC ACATGAAAGTTAGARAGAGACCCG  ChrcSOSe/6-so6sedss 130 113
SKESI00  ARAAAGGCTGCTGGAAGTCA ATGAGGCTGGGATICTTCCT Chcssiooesinsss 182 2
SR TGTGAAGTGAGGGCAGTITG GeTCTCCCTTTCATCGTCAR ChocsmsosRms 160 9
SX63084  AGGCCTTCTGGGCTTATCTC AMGCTCATGGATGAGAAAACA  ChrX:G30BA176.63084417 232 204








