Table S1

Strains and plasmid used in this study

Strain Genotype ROTSHENEE
or source
vPHA9S ;\/IA Ta ura3-52 lys2—801 ade2-101 trp1-A63 his1-A200 ;Sn'goljfé‘t'er
eu2-A1
1989)

YCF112 | YPH499 bar1A:NAT rm3A:HIS3 (2%*1‘;;‘ etal.
YCF113 | YPH499 bar1A::NAT pifi-m2 (2%*1‘;;‘ etal.
YCF114 | YPH499 bar1A::NAT pif1A:KAN (2%*1‘;;‘ etal.
YCF116 | YPH499 bar1A::NAT rrm3A::HIS3 pif1-m2::HPH (2%*1‘;;‘ etal.
YCF117 | YPH499 bar1A::NAT rrm3A::HIS3 pifiA::KAN (2%2‘;;‘ etal.
YCF118 | YPH499 bar1A::NAT cbf1A::HPH (2%2‘;;‘ etal.
YCF119 | YPH499 bar1A:NAT cbf1A:HPH pifi-m2 This study
YCF120 | YPH499 bar1A::NAT cbf1A::HPH pifiA::KAN This study
YCF121 | YPH499 bar1A::NAT cbf1A::HPH rrm3A:HIS This study
YCF122 | YPHA499 bar1A::NAT cbf1A::HPH rrm3A:HIS pifi-m2 This study
YCF123 | YPH499 bar1A::NAT cbf1A::HPH rrm3A::HIS pifiA:KAN | This study
YCF128 | YPH499 tof1A::NAT This study
YCF129 | YPH499 toflA:NAT rrm3A:HIS This study
YCF139 | YPH499 mh1A::HPH This study
YCF140 | YPH499 mh1A::HPH mh201 A:: TRP This study
YCF141 | YPH499 bar1A::NAT mh1A::HPH rrm3A:HIS pifl-m2 This study
YCF142 | YPH499 bar1A:NAT mh1A::HPH cbf1A::HPH This study
YCF143 | YPH499 bar1A::NAT CBF1-MYC9 This study
YCF144 | YPH499 bar1A::NAT CSE4-MYC9 This study
YCF145 | YPH499 bar1A::NAT cbf1A::HPH CSE4-MYC9 This study
YCF146 | YPH499 bar1A::NAT mh1A::HPH CSE4-MYC9 This study
YCF147 | YPH499 bar1A::NAT rrm3A::HIS CSE4-MYC9 This study
YCF148 | YPH499 bar1A::NAT pifi-m2 CSE4-MYC9 This study
YCF149 | YPH499 bar1A::NAT piff-m2 rrm3A::HIS CSE4-MYC9 This study
YCF396 | YPH499 bar1A::NAT pifi-m2 rrm3A:HIS CBF1-MYC9 This study
YCF399 | YPH499 bar1A::NAT pifi-m2 CBF1-MYC9 This study
YCF402 | YPH499 bar1A::NAT rrm3A::HIS CBF1-MYC9 This study
YCF407 | YPH499 bar1A::NAT cbf1A::HPH rmh1A::HPH CSE4-MYC9 This study
YCF413 | YPHA499 bar1A:NAT mh1A::HPH CBF1-MYC9 This study
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