Figure S5. The levels of cen-RNA late in the cell cycle in synchronized cells
of indicated strains
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Fold increase of RNA expression related to WT
Fold increase of Cen3 RNA level relative to WT
Strains 45 mins 60 mins 75 mins
pif1-m2 rrm34A 1.8* 1.9%* 2*
rmh1A 2.3 2.4** 3.6**
cbf1A 2.9%* 3.4%%x 6.7**
Fold increase of Cen9 RNA level relative to WT
Strains 45 mins 60 mins 75 mins
pif1-m2 rrm3A 1.9%* 1.4* 7.3
rmh1A 1.3 1.4** 5.3**
chf1A 1.9** 2.7**** 12.3**
Fold increase of Cen13 RNA level relative to WT
Strains 45 mins 60 mins 75 mins
pif1-m2 rrm3A 0.9 1.3 1
rmh1A 14 2.2% 1.9%*
chf1A 1.8** 4.2%* 5.3+
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