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Suppl. Figure 6. Depiction of 11 CRISPR-mediated LOH transformants of SSP309 which
included the ENA locus and were used for fithess measurements by growth curve analysis
(Figure 7A). Each of the transformants were genotyped using PCR-RFLP markers (Suppl. Table
2). Shown is a relative map of Chr IV with the black circle indicating the centromere.



