SQV-3 1
GalTl 1 MFPSRRKAAQLPWEDGRSGLLSEgIPRKCSVFHLFVA SLGF

SQV-3 49 HNQNVS LI I 98
GalTl 71 PPRACPPEPPPEHWEEDASWGP SRKKIR| 140
SQv-3 99 S WNEADRLGC PEVP GIGVIRMIT Y| EKF I TL 168
GalTl 141 FLESSN-STEM I LNERLD E. F- L KTY SK 208
*
SQv-3 169 KDMKKL K IDS \% S TP NDKNQ 237
GalTl 209 OQHMRLC R KGA PSEIT IAAQK 275
SQv-3 238 IK HVS| D LI OLEDFSETSVEIT Hi N K- 289
GalTl 276 QF— RE T HV. TABSVGEAPC TMBD T. TF 327

KTRLILSGTILISBAACY] LVLDLEITRDLMTDYVDPRPLQT 48
QLSCSGDVARAVRGQGQETSG 70

Figure S3. Comparison of amino acid sequences between SVH-10/SQV-3 and human GalT1.
Identical and similar residues are highlighted with black and gray shading, respectively. A mutation site of
sqv-3(n2842) is indicated by an asterisk.



