FuT2 1 MLVVQOMPFSFPMAHFELFVFTVSTIFHVQORLAKIQAMWELPVQIPVLASTSKALG 56

km86 (8 bp deletion)
PSVFYRKWVS (Stop)

SVH-11 59 NTSAKYLSSNLEASSSQ NIFEIASEMGESKHLNRTRLEF IENGYHKKMEDNLRKTMPRLMEKFRILNG 129
FuT2 57 PSQLRGMWTINBI-G OMG T = ——IPAQMHSTEAPIFRITLP——————— VLH 115

SVH-11 1 MRLFHFLKFLTINNFSRYCLKIVKVHIIWITIICIIYFNWRFKKLDF ——————————— MAIPYPPAVIKF 58

gk819958

SVH-11 130 PREI-BSETKFQRACCLEKSPNSLEKNRDEMI BT, SEKMYQ—————— KYFPN LIE-———————-— 183
FuT2 116 T PWONY ——————| NDWMER®—-——- IPEEMVRFTGYPCSMTFYHHL) ILOEFTLHDHVR 175
SVH-11 184 -——-- NPTSIG@IFENLEBISDDONHMTCVES FMEYL-———— FYASBPKFMK TFLNENEKVGH 243
FuT2 176 EEAQ R--GLEVNESRE----GTF§GV-| HVMPKVWKGVV. RYLO DWFRARY--S§ 236
SVH-11 244 RNRKINMLFGDDLNF----LE STRVGKNAEYYBSONBPIBDFEYSKNNCDVVLETAPRS 309
FuT2 237 LIF--MVTSNGMAWCRENIDMES AGE--————— GEREGS] FARLTOCNHTIMTE----G I 293
SVH-11 310 IGMF SKENK I -GBHIBESGGLIAS SHWTPLKF. NSFTVVRS 364

FuT2 294 TGEDTI N LPBSPELKIFKPE EWTGIAADLSP----LLKH 343

Figure S4. Comparison of amino acid sequences between SVH-11 and human FuT2.

Identical and similar residues are highlighted with black and gray shading, respectively. The positions of a
splice site mutated in svh-11(gk819958) is indicated by an arrow. An arrowhead indicates the start
position of the frameshift in the svh-11(km86) mutant.




