Supplemental Data



geno_indica.rds, geno_japonica.rds: Genotypic data for indica and tropical japonica populations

pheno_indica.csv, pheno_japonica: Phenotypic data for grain yield (GY), head rice percentage (PHR), chalky grain percentage (GC), plant height (PH), for indica and tropical japonica populations

map_indica.csv, map_japonica.csv: Marker name, chromosome and chromosome position for all markers present in files geno_indica.rds, geno_japonica.rds

EC_indica.csv and EC_japonica.csv: EC data for each year in the indica and tropical japonica populations


Table S1: Table S1: BIC values for various random models for the covariance for the random Genotype by Environment term in the QTL by EC model

[bookmark: _GoBack]Table S2: Correlations between predicted vs. observed values for the “leave one year out” prediction scenario with a subset of ECs for Grain Yield (GY), Head Rice Percentage (PHR), Grain Chalkiness percentage (GC) and Plant Height (PH) for predicting untested years with the G+W and G+W+GW, for the indica and the tropical japonica rice breeding populations. G = genotypic main effect modeled with marker covariates, W = Environmental main effect modeled with EC, GW = interaction between genotypic and environmental effects.
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