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Figure S2. Overlap of potential targets within our screen and previously reported targets.

A. Venn diagram showing overlap of hits for the E3 ligase mutants asi71A, doa710A and hrd1A.

B. Comparison of targets identified in our screen with those reported for the tandem fluorescent timer
screen (KHMELINSKII et al. 2014) in green and proteomic analysis (FORESTI et al. 2014) in blue.
An asterisk denotes targets common in all three reports.



