Heatmap: ILs with significant p—value in trait comparison to M82

ILs clustered by abs. Pearson corr. of p—value

(red/green version for the non—color-impaired)
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ILs clustered by abs. Pearson corr. of each trait's p—value for comparison to M82
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Heatmap: ILs with significant p—value in trait comparison to M82
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