
Supplemental Figure S2: Updated OL1. We updated OL1 by addressing changes in worm gene structure, classification and 

nomenclature for the genes present in our original compendium. We then combined results from the corrected OL1 programs. The 

Venn diagram (A) shows overlap in corrected gene content between the four programs, while the table (B) gives an overall measure 

of how many genes were found by one or more programs (regardless of which one(s) found them).

Category # of genes

Found by one 1,650 (21.8%)
Found by two
 1,009 (13.3%)

Found by three 1,523 (20.1%)
Found by all 3,387 (44.8%)
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