Appendix file 5 
Strains used in this study

	Strains
	Genotype
	Source
	Note (Reference)

	Strains used for strain construction

	BY4741
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0
	Thermofisher/Dharmacon
	(Brachmann et al, 1998)

	UCC1188
	MATα his3∆200 trp1(∆901 or ::HIS3) leu2∆1 lys2-801 ura2(-52 or -167) RDN1::URA3 hht1-hhf1::LEU2 ∆hht2-hhf2::HIS3 pMP9 (HHT2-HHF2-LYS2-CEN ARS)
	Daniel E. Gottschling
	(Van Leeuwen et al, 2002)

	Y7092
	MATα can1∆::STE2pr-Sp_his5 lyp1∆his3∆1 leu2∆0 ura3∆0 met15∆0     
	Charlie Boone
	(Tong & Boone, 2007)

	YDB19
	MATα can1∆::STE2pr-Sp_his5 lyp1∆his3∆1 leu2∆0 ura3∆0 met15∆0

fpr4∆::NATMX4
	This study
	From Y7092

	YNS3
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 fpr3Δ::KANMX4
	Open Biosystems
	(Winzeler et al, 1999)

	YNS5
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 fpr4Δ::KANMX4
	Open Biosystems
	(Winzeler et al, 1999)

	YNS6
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 fpr3Δ::URA3 fpr4Δ::NATMX4
	This study
	Generated from BY4741 by  transformation 

	Strains used for synthetic genetic array analysis

	The MAT a yeast deletion collection
	MATa leu2Δ0 met15Δ0 ura3Δ0 xxxΔ::KANMX4
	Thermofisher Dharmacon
	(Winzeler et al, 1999)

	YNS35
	MATα can1∆::STE2pr-Sp_his5 lyp1∆his3∆1 leu2∆0 ura3∆0 met15∆0

fpr4∆::NATMX4 fpr3∆::LEU2 (prs316 FPR4)
	This study
	From YDB19

	Strains used for sequencing 

	BY4741 (YNS1)
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0
	Open Biosystems
	Open Biosystems

	YNS3
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 fpr3Δ::KANMX4
	Open Biosystems
	(Winzeler et al, 1999)

	YNS5
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 fpr4Δ::KANMX4
	Open Biosystems
	(Winzeler et al, 1999)

	YNS11
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 fpr3Δ::KANMX4 fpr4Δ::NATMX4
	This study
	Generated from DMA FPR3 KO by transformation

	YNS8
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 sir2Δ::KANMX4
	Thermofisher Dharmacon
	(Winzeler et al, 1999)

	Strains used for propagation assays

	UCC1188
	MATα his3∆200 trp1(∆901 or ::HIS3) leu2∆1 lys2-801 ura2(-52 or -167) RDN1::URA3 hht1-hhf1::LEU2 ∆hht2-hhf2::HIS3 pMP9 (HHT2-HHF2-LYS2-CEN ARS)
	Daniel E. Gottschling
	(Van Leeuwen et al, 2002)

	YNS182
	MATα his3∆200 trp1(∆901 or ::HIS3) leu2∆1 lys2-801 ura2(-52 or -167) RDN1::URA3 hht1-hhf1::LEU2 ∆hht2-hhf2::HIS3 pMP9 (HHT2-HHF2-LYS2-CEN ARS) sir2Δ::KAN
	This study
	Generated from UCC1188 by transformation

	YNS245
	MATα his3∆200 trp1(∆901 or ::HIS3) leu2∆1 lys2-801 ura2(-52 or -167) RDN1::URA3 hht1-hhf1::LEU2 ∆hht2-hhf2::HIS3 pMP9 (HHT2-HHF2-LYS2-CEN ARS) fpr3Δ::NAT fpr4Δ::KAN
	This study
	Generated from UCC1188 by transformation
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