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Figure S3. Technical performance of TM3’seq and NEB methods based on detection of ERCC probes. (a)
Expected vs observed ERCC amounts. Pearson (r2) and Spearman rank (rho) correlations are shown; each
value corresponds to the average of two replicates. (b) Detection performance of ERCC probes given the
length and the concentration of the probe. Each dot represents an ERCC probe, dots with black border
represent the probes that were not detected in any of the four samples per method, or that have a mean
expression <1 based on the output of ERCC-Dashboard (MUNRO et al. 2014).
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