TABLE S3
Optical mapping - Reference assemblies


	[bookmark: _GoBack]For each Sample, optical maps were obtained for two labelling enzymes. These optical maps were then aligned to optical map references of both the mm10 and the PWK/PHJ genomes. Optical map references are computed, based on the in-silico presence of enzyme recognition site in the reference genome. For each assembly, the total number of contigs, genome N50 and total assembled genome length, in Mb is summarized. 
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SAMPLE Sample Method Enzyme Reference number of 

Contigs

Genome 

N50

total Genome length 

(Mb)

50058331 B6N DLS DLE-1 C57Bl/6 (mm10) 87 101,325 2615,561

50058331 B6N NLRS NTBSPQ1 C57Bl/6 (mm10) 1039 3,884 2615,567

50058331 B6N DLS DLE-1 PWK/PhJ 84 102,951 2652,997

50058331 B6N NLRS NTBSPQ1 PWK/PhJ 1005 4,032 2663,43

50065026 B6.DX64-69_A DLS DLE-1 C57Bl/6 (mm10) 109 101,496 2625,722

50065026 B6.DX64-69_A NLRS NTBSPQ1 C57Bl/6 (mm10) 2411 1,489 2547,894

50065026 B6.DX64-69_A DLS DLE-1 PWK/PhJ 127 103,381 2679,237

50065026 B6.DX64-69_A NLRS NTBSPQ1 PWK/PhJ 2416 1,526 2598,985

50065027 B6.DX64-69_B DLS DLE-1 C57Bl/6 (mm10) 73 90,738 2604,705

50065027 B6.DX64-69_B NLRS NTBSPQ1 C57Bl/6 (mm10) 1703 2,246 2590,975

50065027 B6.DX64-69_B DLS DLE-1 PWK/PhJ 75 91,015 2655,77

50065027 B6.DX64-69_B NLRS NTBSPQ1 PWK/PhJ 1672 2,35 2644,356

G95888 PWD DLS DLE-1 C57Bl/6 (mm10) 84 104,142 2609,912

G95888 PWD NLRS NTBSPQ1 C57Bl/6 (mm10) 1991 1,788 2614,102

G95888 PWD DLS DLE-1 PWK/PhJ 67 106,268 2657,694

G95888 PWD NLRS NTBSPQ1 PWK/PhJ 1977 1,851 2669,026

G97190 PWK DLS DLE-1 C57Bl/6 (mm10) 85 121,219 2641,753

G97190 PWK NLRS NTBSPQ1 C57Bl/6 (mm10) 1399 1,018 1220,692

G97190 PWK DLS DLE-1 PWK/PhJ 75 121,867 2679,769

G97190 PWK NLRS NTBSPQ1 PWK/PhJ 1511 1,018 1338,968
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		SAMPLE		Sample		Method		Enzyme		Reference		number of Contigs		Genome N50		total Genome length (Mb)

		50058331		B6N		DLS		DLE-1		C57Bl/6 (mm10)		87		101.325		2615.561

		50058331		B6N		NLRS		NTBSPQ1		C57Bl/6 (mm10)		1039		3.884		2615.567

		50058331		B6N		DLS		DLE-1		PWK/PhJ		84		102.951		2652.997

		50058331		B6N		NLRS		NTBSPQ1		PWK/PhJ		1005		4.032		2663.43

		50065026		B6.DX64-69_A		DLS		DLE-1		C57Bl/6 (mm10)		109		101.496		2625.722

		50065026		B6.DX64-69_A		NLRS		NTBSPQ1		C57Bl/6 (mm10)		2411		1.489		2547.894

		50065026		B6.DX64-69_A		DLS		DLE-1		PWK/PhJ		127		103.381		2679.237

		50065026		B6.DX64-69_A		NLRS		NTBSPQ1		PWK/PhJ		2416		1.526		2598.985

		50065027		B6.DX64-69_B		DLS		DLE-1		C57Bl/6 (mm10)		73		90.738		2604.705

		50065027		B6.DX64-69_B		NLRS		NTBSPQ1		C57Bl/6 (mm10)		1703		2.246		2590.975

		50065027		B6.DX64-69_B		DLS		DLE-1		PWK/PhJ		75		91.015		2655.77

		50065027		B6.DX64-69_B		NLRS		NTBSPQ1		PWK/PhJ		1672		2.35		2644.356

		G95888		PWD		DLS		DLE-1		C57Bl/6 (mm10)		84		104.142		2609.912

		G95888		PWD		NLRS		NTBSPQ1		C57Bl/6 (mm10)		1991		1.788		2614.102

		G95888		PWD		DLS		DLE-1		PWK/PhJ		67		106.268		2657.694

		G95888		PWD		NLRS		NTBSPQ1		PWK/PhJ		1977		1.851		2669.026

		G97190		PWK		DLS		DLE-1		C57Bl/6 (mm10)		85		121.219		2641.753

		G97190		PWK		NLRS		NTBSPQ1		C57Bl/6 (mm10)		1399		1.018		1220.692

		G97190		PWK		DLS		DLE-1		PWK/PhJ		75		121.867		2679.769

		G97190		PWK		NLRS		NTBSPQ1		PWK/PhJ		1511		1.018		1338.968



		SAMPLE		Sample		Method		Enzyme		Reference		number of Contigs		Genome N50		total Genome length (Mb)

		50058331		B6N		DLS		DLE-1		C57Bl/6 (mm10)		87		101.325		2615.561

		50058331		B6N		NLRS		NTBSPQ1		C57Bl/6 (mm10)		1039		3.884		2615.567

		50058331		B6N		DLS		DLE-1		PWK/PhJ		84		102.951		2652.997

		50058331		B6N		NLRS		NTBSPQ1		PWK/PhJ		1005		4.032		2663.43

		50065026		B6.DX64-69_A		DLS		DLE-1		C57Bl/6 (mm10)		109		101.496		2625.722

		50065026		B6.DX64-69_A		NLRS		NTBSPQ1		C57Bl/6 (mm10)		2411		1.489		2547.894

		50065026		B6.DX64-69_A		DLS		DLE-1		PWK/PhJ		127		103.381		2679.237

		50065026		B6.DX64-69_A		NLRS		NTBSPQ1		PWK/PhJ		2416		1.526		2598.985

		50065027		B6.DX64-69_B		DLS		DLE-1		C57Bl/6 (mm10)		73		90.738		2604.705

		50065027		B6.DX64-69_B		NLRS		NTBSPQ1		C57Bl/6 (mm10)		1703		2.246		2590.975

		50065027		B6.DX64-69_B		DLS		DLE-1		PWK/PhJ		75		91.015		2655.77

		50065027		B6.DX64-69_B		NLRS		NTBSPQ1		PWK/PhJ		1672		2.35		2644.356

		G95888		PWD		DLS		DLE-1		C57Bl/6 (mm10)		84		104.142		2609.912

		G95888		PWD		NLRS		NTBSPQ1		C57Bl/6 (mm10)		1991		1.788		2614.102

		G95888		PWD		DLS		DLE-1		PWK/PhJ		67		106.268		2657.694

		G95888		PWD		NLRS		NTBSPQ1		PWK/PhJ		1977		1.851		2669.026

		G97190		PWK		DLS		DLE-1		C57Bl/6 (mm10)		85		121.219		2641.753

		G97190		PWK		NLRS		NTBSPQ1		C57Bl/6 (mm10)		1399		1.018		1220.692

		G97190		PWK		DLS		DLE-1		PWK/PhJ		75		121.867		2679.769

		G97190		PWK		NLRS		NTBSPQ1		PWK/PhJ		1511		1.018		1338.968





MQR

		SAMPLE		Sample		Method		Enzyme		N50		Label Density (per 100 Kbp)		Total DNA >20kbp (in Mbp)		Total DNA >150kbp (in Mbp)

		50058331		B6N		DLS		DLE-1		0.2647		16.36		0.4526641		0.3127929

		50058331		B6N		NLRS		NTBSPQ1		0.3664		12.59		0.6125329		0.4533204

		50065026		B6.DX64-69_A		DLS		DLE-1		0.2479		11.35		0.8532576		0.3724081

		0		B6.DX64-69_A		NLRS		NTBSPQ1		0.2933		14.09		0.727927		0.4395364

		50065027		B6.DX64-69_B		DLS		DLE-1		0.2441		12.6		0.8826814		0.4685591

		50065027		B6.DX64-69_B		NLRS		NTBSPQ1		0.3139		13.39		0.6562907		0.4588529

		G95888		PWD		DLS		DLE-1		0.2347		15.28		0.9602424		0.4761316

		G95888		PWD		NLRS		NTBSPQ1		0.3056		15.3		0.675135		0.4719136

		G97190		PWK		DLS		DLE-1		0.3401		12.99		0.4110253		0.3144309

		G97190		PWK		NLRS		NTBSPQ1		0.2891		18.75		0.4833073		0.3590695






