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Reference:
Petromyzon marinus NUMB
1-26585

Alignment 1
Petromyzon marinus NUMBL

1-12275
Criteria: 70% identity, 100 bp

Alignment 2

Petromyzon marinus NUMB_Like

1-8466
Criteria: 70% identity, 100 bp

= gene
= exon

Homo_sapiens_NUMBL 1
Homo_sapiens_NUMB 1
Lethenteron_camtschaticum_NUMB 1
Petromyzon_marinus_NUMB 1
Lethenteron_camtschaticum_NUMBL 1
Petromyzon_marinus_NUMBL 1
Lethenteron_camtschaticum_NUMB-Like 1
Petromyzon_marinus_NUMB-Like

Homo_sapiens_NUMBL 134
Homo_sapiens_NUMB 104

Lethenteron_camtschaticum_NUMB 109
Petromyzon_marinus_NUMB 109
Lethenteron_camtschaticum_NUMBL 94
Petromyzon_marinus_NUMBL 9%
Lethenteron_camtschaticum_NUMB-Like 3
Petromyzon_marinus_NUMB-Like 2

Homo_sapiens_NUMBL 280
Homo_sapiens_NUMB 251
Lethenteron_camtschaticum_NUMB 255
Petromyzon_marinus_NUMB 256
Lethenteron_camtschaticum_NUMBL 243
Petromyzon_marinus_NUMBL %3
Lethenteron_camtschaticum_NUMB-Like 50
Petromyzon_marinus_NUMB-Like 149
Homo_sapiens_NUMBL 383
Homo_sapiens_NUMB 388
Lethenteron_camtschaticum_NUMB 399
Petromyzon_marinus_NUMB 400
Lethenteron_camtschaticum_NUMBL 386
Petromyzon_marinus_NUMBL 384
Lethenteron_camtschaticum_NUMB-Like 103
Petromyzon_marinus_NUMB-Like 275
Homo_sapiens_NUMBL 501
Homo_sapiens_NUMB 521
Lethenteron_camtschaticum_NUMB 533
Petromyzon_marinus_NUMB 538
Lethenteron_camtschaticum_NUMBL 476
Petromyzon_marinus_NUMBL 424
Lethenteron_camtschaticum_NUMB-Like 186
Petromyzon_marinus_NUMB-Like 353
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AGTR- - - - 538

467

- GGVGGPASWAPR- - - DSPVPAAYAGAPRPPAL PQVDSFESRNVAAAQADSHKSCL GPPRGDPF CADAFKTFE IRL 308
- DSPVPAAYAGAPRPPAL PQADSFESRWAAAQADSHKSCL SPPRGDPF CADAFKTFE IRL 482
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