1 MELHHKVHHATYVKNLNAAEEKYAEAQAEDNLGAM 35 Acropora digitifera 12779

0 T 100 Acropora hyacinthus 4328

B0 e e e e e e e e e e e e e e e e e e e e e e e e e e e 115 Acropora millepora 20676

L e e e e e e e e e e 35 Acropora palmata

L 0 e e e e e 35 Acropora cervicornis

2 102 Acropora tenuis 15976

64 .Q...0K...... N Vel o Lo KGDISSI 99 Porites lobata 22975

49 .Q0...0K...... N Ve o Lo KGDISSI 84 Porites australiensis 44888
59 .Q0...0K...... N V. .L....TKGDISSI 94 Porites astreoides 2979

75 .QI..QK...... N Voo L L. KGDIS.. 110 Astrepora sp. 6043

63 .QI..QK...... N B KGDTS.. 98 Pseudodiploria strigosa 29454
26 .QI..QK...... N V. R KGDTS.. 61 Platygyra carnosus 44046

63 .QI..QK...... N V. F.o.... KGDTS.. 98 Orbicella faveolata 2694

58 .QI..QK...... N Ve L. FLo L. KGDTS.. 93 Montastraea cavernosa 5809
64 .QI..QK...... N B KGDTS.. 99 Fungia scutaria 44271

50 .Q...0K...... N B KGDTST. 85 Seriatopora hystrix 94654

59 .Q...Q0K...... N .V. .FS....KGDTS.. 94 Stylophora pistillata 3628
64 .Q...0K...... N Voo L FL oL KGDTS.. 99 Pocillopora damicornis 224
68 .QI..QK...... N B KGDTS.. 103 Madracis auretenra 4254

1 Q...SK...A..N...VT....Q..L.KGDVT.Q 35 Homo sapiens NP _001309746.1%

Figure S4. Superoxide dismutase alignment highlighting the SNV between A.
cervicornis and A.digitifera (Reef Genomics:12779). This variant agrees with human
orthologue (GenBank: NP_001309746.1). It also agrees with genes from a number of
non-Acropora coral species. A dot “.” indicates identity to the A. digitifera residue.
Samples with an asterisk (*) are from NCBI and all others are from Reef Genomics
database.



