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Figure S2. A. Genome-wide heterozygosity in high weight selected generation 55 (HWSS55;
above the x-axis) and low weight selected generation 55 (LWSS55; below the x-axis) across
differentiation (Fs7) between HWS55 and LWS55 shown by points. Heterozygosity within
lines and Fsr between lines were averaged across 10 kb windows. Segments represent mean
heterozygosity in HWS55 (above the x-axis) and LWSS55 (below the x-axis) within windows
0f 0.02 Fsr.

B. Counts of 10 kb genomic windows for each window of 0.02 Fsr.



