Supplementary File 2. The annual soybean ortholog from each of the 76 orthologous gene sets used in this study including soybean chromosome location (Gm), gene name and the start and end positions in the Williams 82 soybean genome sequence (Wm82a1v1 assembly)
	Gm
	Gene ID
	Start position (bp)
	End position (bp)

	Gm01
	Glyma01g36840.1
	49263087
	49265266

	Gm01
	Glyma01g37910.1
	50158779
	50160583

	Gm01
	Glyma01g39110.1
	51086425
	51105558

	Gm01
	Glyma01g43280.1
	54324367
	54328519

	Gm02
	Glyma02g04540.1
	3701299
	3702867

	Gm02
	Glyma02g05960.1
	4782359
	4786016

	Gm02
	Glyma02g09470.1
	7412504
	7422844

	Gm02
	Glyma02g16940.1
	15278399
	15281648

	Gm02
	Glyma02g44930.1
	49372537
	49377220

	Gm02
	Glyma02g46680.1
	50572309
	50574726

	Gm02
	Glyma02g47990.1
	51387041
	51388628

	Gm03
	Glyma03g02410.1
	2161401
	2163621

	Gm03
	Glyma03g22620.1
	29004639
	29014340

	Gm03
	Glyma03g24170.1
	30885481
	30900533

	Gm03
	Glyma03g34490.1
	41896949
	41902354

	Gm03
	Glyma03g41920.1
	47281390
	47286027

	Gm05
	Glyma05g01480.1
	1004128
	1007860

	Gm05
	Glyma05g02100.1
	1521707
	1522925

	Gm05
	Glyma05g28330.1
	34171449
	34173165

	Gm06
	Glyma06g05040.1
	3567870
	3569725

	Gm06
	Glyma06g15940.1
	12519113
	12522722

	Gm06
	Glyma06g23580.1
	20904315
	20913967

	Gm06
	Glyma06g46750.1
	49335169
	49337364

	Gm07
	Glyma07g00640.1
	338522
	339502

	Gm07
	Glyma07g05200.1
	3867117
	3870271

	Gm07
	Glyma07g12660.1
	11021921
	11035874

	Gm07
	Glyma07g27370.1
	30381833
	30384554

	Gm08
	Glyma08g00500.1
	203655
	207200

	Gm08
	Glyma08g06040.1
	4296737
	4299807

	Gm08
	Glyma08g07400.1
	5295601
	5299335

	Gm08
	Glyma08g09700.1
	6893711
	6896674

	Gm08
	Glyma08g13420.1
	9829565
	9831977

	Gm08
	Glyma08g21350.1
	16198497
	16203320

	Gm08
	Glyma08g39840.1
	39415980
	39422992

	Gm08
	Glyma08g45910.1
	45163176
	45171425

	Gm09
	Glyma09g31820.1
	38432733
	38435179

	Gm09
	undefined
	40571094
	40572100

	Gm09
	Glyma09g34280.1
	40701551
	40704042

	Gm10
	Glyma10g05630.1
	4418386
	4420721

	Gm10
	Glyma10g21950.1
	27813356
	27816018

	Gm11
	Glyma11g14720.1
	10501337
	10503968

	Gm11
	Glyma11g15890.1
	11556737
	11559622

	Gm11
	Glyma11g36800.1
	38132057
	38139652

	Gm12
	Glyma12g00330.1
	100848
	104685

	Gm12
	Glyma12g00470.1
	195684
	199349

	Gm12
	Glyma12g01380.1
	817506
	820850

	Gm13
	Glyma13g01760.1
	1456437
	1460085

	Gm13
	Glyma13g32630.1
	34737739
	34741490

	Gm13
	Glyma13g44750.1
	44130915
	44144592

	Gm14
	Glyma14g00270.1
	55745
	63257

	Gm14
	Glyma14g01140.1
	613440
	617262

	Gm14
	Glyma14g21120.1
	24376809
	24379535

	Gm14
	Glyma14g22840.1
	27167191
	27169918

	Gm14
	Glyma14g33350.1
	41160691
	41161480

	Gm15
	Glyma15g00290.1
	75875
	79796

	Gm15
	Glyma15g02440.1
	1635367
	1640559

	Gm15
	Glyma15g04960.1
	3538166
	3541465

	Gm15
	Glyma15g06070.1
	4312139
	4313448

	Gm16
	Glyma16g00860.1
	517754
	520868

	Gm16
	Glyma16g04350.1
	3682345
	3684044

	Gm17
	Glyma17g04310.1
	2882694
	2889136

	Gm17
	Glyma17g06210.1
	4398451
	4402987

	Gm17
	Glyma17g18180.1
	15400454
	15403176

	Gm18
	Glyma18g05710.1
	4346179
	4355945

	Gm18
	Glyma18g29560.1
	34195425
	34216181

	Gm18
	Glyma18g50980.1
	59966739
	59968221

	Gm18
	Glyma18g52520.1
	61096688
	61107730

	Gm18
	Glyma18g53710.1
	61970297
	61974248

	Gm19
	Glyma19g01370.1
	976774
	978208

	Gm19
	Glyma19g02670.1
	2536744
	2540853

	Gm19
	Glyma19g21600.1
	25945471
	25947380

	Gm19
	Glyma19g41950.1
	48076097
	48078600

	Gm20
	Glyma20g00580.1
	331325
	343381

	Gm20
	Glyma20g10380.1
	14554783
	14556184

	Gm20
	Glyma20g33610.1
	42203575
	42205720

	scaffold_1000a
	Glyma1000s00210.1
	4228
	5037


a Indicates that the gene has not been positioned on the Williams 82 soybean genome
