
 

 

Figure S1.  Transcript levels of sib1+, sib2+, str1+, fip1+, and fio1+ in wild-type (fep1+) 

and fep1 spores during germination and outgrowth.  Graphs represent a quantitative 
comparison of sib1+, sib2+, str1+, fip1+, and fio1+ mRNA levels in wild-type (fep1+) 

versus fep1 spores in the presence of Dip (125 M) or FeCl3 (Fe, 100 M).        


