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Figure S1. Transcript levels of sib1*, sib2*, strl1*, fip1*, and fiol* in wild-type (fepl*)
and fep14 spores during germination and outgrowth. Graphs represent a quantitative
comparison of sib1*, sib2*, strl1*, fip1*, and fiol* mRNA levels in wild-type (fep1™)
versus feplA spores in the presence of Dip (125 uM) or FeCls (Fe, 100 uM).



